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 Supplementary Files: Figure Legends 

Fig. 1: 

SICs (upper panel), low-energy CID mass spectra, and resulting amino acid sequence of 

the mAb2 light chain peptide containing Asp-30 (A), Asp-31 (B), Asn-30/31 (C) and 

Asu-31 (D). 

Fig. 2: 

Low-energy CID mass spectra and resulting amino acid sequence of the mAb2 light chain 

peptide containing Asn-92 (upper panel) and Asp-92 (lower panel). 

Fig. 3: 

Low-energy CID mass spectra and resulting amino acid sequence of the mAb2 light chain 

peptide containing Met-4 (upper panel) and oxidized Met-4 (lower panel). 

Fig. 4: 

Low-energy CID mass spectra and resulting amino acid sequence of the mAb2 heavy 

chain peptide containing Met-107 (upper panel) and oxidized Met-107 (lower panel). 

Fig. 5: 

Low-energy CID mass spectra and resulting amino acid sequence of the mAb2 heavy 

chain peptide containing glycated Lys-33  
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