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>B-H1
MAKIGYARVSSKEQNLDRQLQALQGVSKVFSDKLSGQSVERPQLQAMLNYIREGDIVVVTELDR
L GRNNKELTELMNAIQQKGATLEVLNLPSMNGIEDENLRRLINNLVIELYKYQAESERKRIKER
QAQGIEIAKSKGKFKGRQHKGEMPYKCPECGKSFSRSDVLVRHQRTHTGEKPYKCPECGKSFSD
PGHLVRHQRTHTGEKPYKCPECGKSFSQSSHLVRHQRTHTGKKT*

>Sin-H1
MITIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFVVESI
DRLGRNYDEITETVNYLKEKDVQLMITSLPMMNEVTGNPLLDKFMKDLITIQILAMVSEQERNES
KRRQAQGIQVAKEKGVYKGRPLLGEMPYKCPECGKSFSRSDVLVRHQRTHTGEKPYKCPECGKS
FSDPGHLVRHQRTHTGEKPYKCPECGKSFSQSSHLVRHQRTHTGKKT*

Supplementary Table S1. Amino acid sequences of the wild-type p and Sin zinc-finger
recombinases used in this study. The H1 zinc-finger domain is colored green.
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ERKRIKERQAQGIEIAKSKGKFKGRQHK

Supplementary Table S2. Output for
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selection of activated B recombinases. Wild-type

sequence shown at top in green. Individual mutations highlighted red.



MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSTDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSIDQNLGRQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSVNQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSVDQNLERQLDNLKTFGVGKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSIDQNLERQLDNLKTFGVEKIFAEKQSGKSVENRPVFQEALNFVRMGDRFV
MVIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQETLNFVRMGDRFV
MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQGALNFVRMGDRFV
MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIVGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKRSGKSVENRPVFQEALNFVRMGDRFV
MVIGYARVSSIGQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
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MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFVRMGDRFV
MIIGYARVSSIDQNLERQLDNLKTFGVEKIFTEKQSGKSVENRPVFQEALNFARMGDRFV
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VESIDRLGRNYDEITETVNYLKEKDVQLMITSLPMMNEVTGNPLLDKFMKDLITRILAMV 120
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VESIDRLGRNYDEITETVNYLKEKDVQLMITSLPMVNEVTGNPLLDKFMKDLITRILAMV 120
VESIDRLGRNYDEITETVNYLKEKDVQLMITSLPMMNEVTGNPLLDKFMKDLITRILAMV 120
VESIDRLGRNYDGITIETVDYLKERDVQLMITSLPMMNEVTGNPLLDKFMKDLITRILAMV 120
VESIDRLGRNYDEITETVNYLKEKDVQLMITSLPMMNEVTGNPLLDKFMKDLTIRILAMV 120
VESVDRLGRNYGEITETVNYLKEKDVQLMITSLPMMNEVTGNPLLDKFMKDLTIRILAMV 120
VESIDRLGRNYDEITIGTVNYLKGKGVQLMITSLPMMNEATGSPLLDKFMKDLSIRILAMV 120

SEQERNESKRRQAQGIQVAKEKGVYKGRPLL 151
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Supplementary Table S3. Output for selection of activated Sin recombinases. Wild-type
sequence shown at top in green. Individual mutations highlighted red.



