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Table S1. List of primers used for site-directed mutagenesis of Ec ProRS. Bold letters represent
the sites of mutation.

1. PRS_K279Et: 5-GAGAAAACGGTTGAGACTCTGCTGG-3'
PRS K279Eb: 5'-CCAGCAGAGTCTCAACCGTTTTCTC-3’

2. PRS E303At: 5-CGGTGATCACGCGCTGAACGAAGTTAAAGC-3’
PRS E303Ab: 5'-GCTTTAACTTCGTTCAGCGCGTGATCACCG-3'

3. PRS_E303Dt: 5-GGTGATCACGACCTGAACGAAGTTAAAGC-3’
PRS E303Db: 5-GCTTTAACTTCGTTCAGGTCGTGATCACC-3'

4. PRS E303Kt: 5'-GGTGATCACAAGCTGAACGAAGTTAAAGC -3’
PRS E303Kb: 5-GCTTTAACTTCGTTCAGCTTGTGATCACC- 3’




Figure S1. Cartoon representation of the 3-dimensional structure of the monomeric form of Ef
ProRS (PDB code: 2J3L) (/6). The targeted lysine residues (K279 and K306) and the aspartate

299 (D299) are shown by licorice representation.




