
Table S1. Primer sequences, forward (F) and reverse(R) used in the qRT-PCR study. 

 
Gene Sequence TM (

o
C) Amplicon (bp) 

AXIN2 F: ATGATTCCATGTCCATGACG 

R: CTTCACACTGCGATGCATTT 

56 

56 

101 

BCL2A1 F: GGATAAGGCAAAACGGAGGCTG 

R: CAGTATTGCTTCAGGAGAGATAGC 

62 

59 

183 

CCND1 F: CCCGCACGATTTCATTGAAC 

R: AGGGCGGATTGGAAATGAAC 

58 

58 

134 

CTGF F: CGACTGGAAGACACGTTTGG 

R: AGGCTTGGAGATTTTGGGAG 

60 

58 

249 

CTNNB1 F: TCTGAGGACAAGCCACAAGATTACA 

R: TGGGCACCAATATCAAGTCCAA 

64 

60 

122 

DCT F: CTCAGACCAACTTGGCTACAGC 

R: CAACCAAAGCCACCAGTGTTCC 

64 

64 

113 

DKK1 F: CTCGGTTCTCAATTCCAACG 

R: GCACTCCTCGTCCTCTG 

58 

57 

172 

FZD7 F: CAACGGCCTGATGTACTTTAAGG 

R: CATGTCCACCAGGTAGGTGAGA 

63 

64 

121 

FZD9 F: TTCTTCTCCACCGCCTTCAC 

R: CAGGATGACGATGGTCTTGAG 

60 

61 

396 

LBH F: GGTTCCACCACTATGGAGG 

R: TCACTGCCCCGACTATCTG 

59 

59 

183 

MITF-M F: GCTGGAAATGCTAGAATACAG 

R: TTCCAGGCTGATGATGTCATC 

57 

59 

379 

MLANA F: GGACAGCAAAGTGTCTCTTCAAG 

R: TCAGGTGTCTCGCTGGCTCTTA 

63 

64 

132 

PRDM1 F: CAGTTCCTAAGAACGCCAACAGG 

R: GTGCTGGATTCACATAGCGCATC 

62 

62 

123 

RPS17 F: AATCTCCTGATCCAAGGCTG 

R: CAAGATAGCAGGTTATGTCACG 

60 

58 

142 

SLC45A2 F: CTTTGCATCAGCCACCTCATTGG 

R: TCCAACCTCGACTCCTCTTTCG 

65 

64 

153 

TYR F: CTGGAAGGATTTGCTAGTCCAC 

R: CCTGTACCTGGGACATTGTTC 

62 

61 

106 

TYRP1 F: GAAAAGAGCCACTTTGTCAGGG 

R: CCATCTGGTCCCAGTATGTCT 

62 

61 

104 

WNT10B F: GAATGCGAATCCACAACAACAG 

R: TTGCGGTTGTGGGTATCAATGAA 

60 

61 

196 

 
 

 

 

 

 

 

 

 



Table S2. Genes up-regulated in melanospheres. 
 

Symbol Sequence code FC Description 

TYR NM_000372 376.68 tyrosinase (oculocutaneous albinism IA)  

MLANA NM_005511 376.38 melan-A  

TYRP1 NM_000550 194.94 tyrosinase-related protein 1 

PMEL NM_006928 190.05 premelanosome protein, transcript variant 3 

NELL1 NM_006157 62.43 NEL-like 1 (chicken), transcript variant 1 

TRIM63 NM_032588 54.27 tripartite motif containing 63 

NPTX1 NM_002522 39.42 neuronal pentraxin I 

PNLIPRP3 NM_001011709 39.28 pancreatic lipase-related protein 3  

IFI27 NM_005532 36.37 interferon, alpha-inducible protein 27, transcript variant 2 

HTN1 NM_002159 35.34 histatin 1 

VGF NM_003378 35.13 VGF nerve growth factor inducible 

SLC45A2 NM_016180 32.61 solute carrier family 45, member 2, transcript variant 1 

DCT NM_001922   31.76 dopachrome tautomerase (tyrosine-related protein 2), transcript 

variant 1 

FGFBP2 NM_031950 29.45 fibroblast growth factor binding protein 2  

SEMA5A NM_003966 28.21 sema domain, seven thrombospondin repeats (type 1 and type 1-

like) 

TF NM_001063 25.89 transferrin (TF) 

GPNMB NM_001005340 25.75 glycoprotein (transmembrane) nmb, transcript variant 1 

SOD3 NM_003102 23.80 superoxide dismutase 3, extracellular 

D4S234E NM_014392 22.48 DNA segment on chromosome 4 (unique) 234 expressed sequence, 

transcript variant 1 

CAPN3 NM_000070 21.10 calpain 3, (p94) (CAPN3), transcript variant 1 

BCL2A1 NM_004049 21.09 BCL2-related protein A1 (BCL2A1), transcript variant 1 

RASD1 NM_016084 20.97 RAS, dexamethasone-induced 1, transcript variant 1 

MGP NM_000900 20.44 matrix Gla protein, transcript variant 2 

INSIG1 NM_005542 19.94 insulin induced gene 1, transcript variant  

MGP NM_001190839 19.04 matrix Gla protein (MGP), transcript variant 1 

CCDC30 NM_001080850 18.91 coiled-coil domain containing 30 

FABP7 NM_001446 18.55 fatty acid binding protein 7, brain  

RASEF NM_152573 18.22 RAS and EF-hand domain containing  

CRYAB NM_001885 17.22 crystallin, alpha B  

IRF4 NM_002460 17.07 interferon regulatory factor 4, transcript variant 1 

IL33 NM_033439 16.67 interleukin 33, transcript variant 1 

CRTAC1 NM_018058 16.25 cartilage acidic protein 1, transcript variant 1 

LAMA1 NM_005559 15.14 laminin, alpha 1  

CCL18 NM_002988 15.12 chemokine (C-C motif) ligand 18 (pulmonary and activation-

regulated)  

DNER NM_139072 14.80 delta/notch-like EGF repeat containing 

NUPR1 NM_001042483 14.68 nuclear protein, transcriptional regulator 1, transcript variant 1 

PROS1 NM_000313 14.01 protein S (alpha) 

ITGB2  13.80 integrin, beta 2 (complement component 3 receptor 3 and 4 subunit) 

TNFRSF14 NM_003820 13.65 tumor necrosis factor receptor superfamily, member 14 

FAM134B NM_001034850 13.48 family with sequence similarity 134, member B, transcript variant 1 

CKMT1A NM_001015001 13.43 creatine kinase, mitochondrial 1A, nuclear gene encoding 

mitochondrial protein 



NOX4 NM_016931 13.24 NADPH oxidase 4, transcript variant 1 

CCKBR NM_176875 13.11 cholecystokinin B receptor 

CD36 NM_001001547 12.61 CD36 molecule (thrombospondin receptor), transcript variant 2 

PI15 NM_015886 12.47 peptidase inhibitor 15 

LY96 NM_015364 12.46 lymphocyte antigen 96, transcript variant 1 

VCX2 NM_016378 12.28 variable charge, X-linked 2 

SLIT3 NM_003062 11.73 slit homolog 3 (Drosophila) 

SPARCL1 NM_004684 11.71 SPARC-like 1 (hevin), transcript variant 2 

PCSK1 NM_000439 11.60 proprotein convertase subtilisin/kexin type 1, transcript variant 1 

PLA2G2F NM_022819 11.34 phospholipase A2, group IIF 

SNAI2 NM_003068 11.10 snail homolog 2 (Drosophila) 

SPP1 NM_001040058 11.06 secreted phosphoprotein 1, transcript variant 1 

SLC45A2  10.95 solute carrier family 45, member 2  

MSMO1 NM_006745 10.81 methylsterol monooxygenase 1, transcript variant 1 

PLA1A NM_015900 10.76 phospholipase A1 member A, transcript variant 1 

ASPA NM_000049 10.58 aspartoacylase (ASPA), transcript variant 1 

GPNMB BC011595,1 10.53 glycoprotein (transmembrane) nmb, mRNA 

BIRC7 NM_022161 10.50 baculoviral IAP repeat containing 7, transcript variant 2 

TRPM8 NM_014227 10.30 transient receptor potential cation channel, subfamily M, member 8 

SLC5A4  10.22 solute carrier family 5 (low affinity glucose transporter), member 4 

FKBP11 NM_016594 9.80 FK506 binding protein 11, 19 kDa, transcript variant 1 

QPCT NM_012413 9.64 glutaminyl-peptide cyclotransferase  

MITF NM_198159 9.63 microphthalmia-associated transcription factor, transcript variant 1 

P2RX7 NM_002562 9.43 purinergic receptor P2X, ligand-gated ion channel, 7, transcript 

variant 1 

PDK4 NM_002612 9.38 pyruvate dehydrogenase kinase, isozyme 4, nuclear gene encoding  

mitochondrial protein 

IGLL1 NM_020070 9.35 immunoglobulin lambda-like polypeptide 1, transcript variant 1 

SERPINF1 NM_002615 9.27 serpin peptidase inhibitor, clade F (pigment epithelium derived 

factor), member 1  

SLC13A3 NM_001011554 9.01 solute carrier family 13, member 3, transcript variant 2 

MYB NM_005375 8.76 v-myb myeloblastosis viral oncogene homolog (avian), transcript 

variant 2 

HRK NM_003806 8.75 harakiri, BCL2 interacting protein (contains only BH3 domain)  

FYB NM_001465 8.63 FYN binding protein (FYB), transcript variant 1 

RAB3A NM_002866 8.62 RAB3A, member RAS oncogene family 

BGN NM_001711 8.57 biglycan 

C1R NM_001733 8.55 complement component 1, r subcomponent 

IL24 NM_001185156 8.40 interleukin 24, transcript variant 3 

TKTL1 NM_012253 8.34 transketolase-like 1, transcript variant 1 

COLQ NM_080538 8.27 collagen-like tail subunit of asymmetric acetylcholinesterase,  

transcript variant 2 

DMKN NM_001035516 8.26 dermokine (DMKN), transcript variant 1 

Only genes that showed FC values > 8 with P values < 0.05 are included. 

 

 

 
 

 

 



Table S3. Genes up-regulated in monolayers. 

 

Symbol Sequence code FC Description 

DKK1 NM_012242 48.32 dickkopf homolog 1 (Xenopus laevis) 

IGFBP5 NM_000599 46.00 insulin-like growth factor binding protein 5 

ID3 NM_002167 43.37 inhibitor of DNA binding 3, dominant negative helix-loop-helix 

protein 

IL7R NM_002185 41.75 interleukin 7 receptor 

CYR61 NM_001554 34.85 cysteine-rich, angiogenic inducer, 61 

NUAK1 NM_014840 34.49 NUAK family, SNF1-like kinase, 1  

ID1 NM_002165 29.99 inhibitor of DNA binding 1, dominant negative helix-loop-helix 

protein, transcript variant 1 

IGF2BP1 NM_006546 26.88 insulin-like growth factor 2 mRNA binding protein 1 (IGF2BP1), 

transcript variant 1 

LAPTM5 NM_006762 26.70 lysosomal protein transmembrane 5  

ANKRD1 NM_014391 26.04 ankyrin repeat domain 1 (cardiac muscle) 

STRA6 NM_001199042 25.33 stimulated by retinoic acid gene 6 homolog (mouse), transcript 

variant 8 

MDFI NM_005586 24.37 MyoD family inhibitor  

LIN28B NM_001004317 22.50 lin-28 homolog B (C. elegans)  

HMGA2 NM_003483 19.66 high mobility group AT-hook 2, transcript variant 1 

TNFRSF11B NM_002546 19.43 tumor necrosis factor receptor superfamily, member 11b  

S100A4 NM_002961 17.21 S100 calcium binding protein A4 (S100A4), transcript variant 1 

KRT18 NM_000224 16.43 keratin 18 (KRT18), transcript variant 1 

KRT80 NM_182507 16.38 keratin 80 (KRT80), transcript variant 1 

ZFP42 NM_174900 15.97 zinc finger protein 42 homolog (mouse)  

VSTM1 NM_198481 15.56 V-set and transmembrane domain containing 1  

CLDN4 NM_001305 15.41 claudin 4  

S100P NM_005980 15.17 S100 calcium binding protein P 

PMEPA1 NM_020182 15.15 prostate transmembrane protein, androgen induced 1, transcript 

variant 1 

KRT86 NM_002284 14.84 keratin 86 

NGFR NM_002507 14.77 nerve growth factor receptor  

BCAT1 NM_005504 14.76 

branched chain amino-acid transaminase 1, cytosolic, transcript 

variant 1 

NRP1 NM_003873 14.75 neuropilin 1, transcript variant 1 

PLEK2 NM_016445 14.72 pleckstrin 2  

CTGF NM_001901 14.51 connective tissue growth factor 

TPM1 NM_000366 14.20 tropomyosin 1 (alpha), transcript variant 5 

TPM1 NM_001018005 12.90 tropomyosin 1 (alpha), transcript variant 1 

LCTL NM_207338 12.56 lactase-like  

SCHIP1 NM_014575 12.54 schwannomin interacting protein 1, transcript variant 1 

EMP1 NM_001423 12.53 epithelial membrane protein 1 

THY1 NM_006288 12.53 Thy-1 cell surface antigen  

SLITRK6 NM_032229 12.45 SLIT and NTRK-like family, member 6 

TPM1 NM_001018004 12.31 tropomyosin 1 (alpha) (TPM1), transcript variant 3 

SERPIND1 NM_000185 11.96 serpin peptidase inhibitor, clade D (heparin cofactor), member 1  

IL6 NM_000600 11.81 interleukin 6 (interferon, beta 2)  

ENC1 NM_003633 11.27 ectodermal-neural cortex 1 (with BTB-like domain)  



PPARG NM_138711 10.89 peroxisome proliferator-activated receptor gamma, transcript 

variant 3 

PRDM1 NM_001198 10.86 PR domain containing 1, with ZNF domain, transcript variant 1 

CACNA2D4 NM_172364 10.75 calcium channel, voltage-dependent, alpha 2/delta subunit 4 

CD96 NM_198196 10.34 CD96 molecule, transcript variant 1 

P2RY6 NM_176798 10.15 

pyrimidinergic receptor P2Y, G-protein coupled, 6, transcript 

variant 2 

SERPINB2 NM_002575 10.07 serpin peptidase inhibitor, clade B (ovalbumin), member 2, 

transcript variant 2 

S100A16 NM_080388 9.67 S100 calcium binding protein A16  

STRA6 NM_001142620 9.57 stimulated by retinoic acid gene 6 homolog (mouse), transcript 

variant 5 

PAPPA NM_002581 9.42 pregnancy-associated plasma protein A, pappalysin 1  

TCF4 NM_003199 8.84 transcription factor 4, transcript variant 2 

LY6K NM_017527 8.83 lymphocyte antigen 6 complex, locus K, transcript variant 1 

ANGPT2 NM_001147 8.70 angiopoietin 2, transcript variant 1 

SPOCD1 NM_144569 8.63 SPOC domain containing 1 

MMP9 NM_004994 8.60 matrix metallopeptidase 9 (gelatinase B, 92kDa gelatinase, 92kDa 

type IV collagenase) 

SLC16A3 NM_001042422 8.53 solute carrier family 16, member 3 (monocarboxylic acid 

transporter 4), transcript variant 2 

AMOTL2 NM_016201 8.48 angiomotin like 2 

IQCJ-SCHIP1 NM_001197113 8.48 IQCJ-SCHIP1 readthrough, transcript variant 1 

IL37 NM_014439 8.20 interleukin 37 (IL37). transcript variant 1 

Only genes that showed FC > 8.0 with P  < 0.05 are included. 

 

 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table S4 

A. The roles of Wnt pathway-related components linked to this pathway in GSEA.  

The average fold change (FC) based on the microarray results for 3 patient-derived melanoma samples 

was determined for the gene expression in cells grown as monolayers in comparison with  

melanospheres.  
 

Gene FC Role in Wnt signaling pathway References 

up-regulated in monolayers  

DKK1 48.32 
secreted inhibitor of canonical Wnt signaling pathway and 

its target gene 
(1) 

WNT11 5.98 
inhibitor of β-catenin-dependent signaling  

activator of non-canonical Wnt signaling pathway  
(2,3) 

PLCB2 4.92 mediator of Ca
2+

-dependent Wnt signaling pathway (4) 

FZD8 4.52 activator of canonical Wnt signaling pathway  (5) 

CCND1 4.36 target gene of canonical Wnt signaling pathway (cyclin D1) (6) 

RAC2 3.51 mediator of PCP Wnt signaling pathway (7) 

FOSL1 3.41 target gene of canonical Wnt signaling pathway (8) 

JUN 2.98 target gene of canonical Wnt signaling pathway (8) 

PRICKLE1 2.61 
inhibitor of canonical Wnt signaling pathway  

component of PCP Wnt signaling pathway  
(10) 

WNT3 2.46 
activator of both canonical and non-canonical Wnt signaling 

pathways 
(11,12) 

RUVBL1 2.31 
interacts with β-catenin to enhance β-catenin-dependent 

gene expression 
(13) 

PLCB4 2.11 mediator of Ca
2+

-dependent Wnt signaling pathway (4) 

SENP2 1.99 suppressor of canonical Wnt signaling pathway (14) 

TCF7 1.79 
transcription factor regulating gene expression downstream 

of canonical Wnt signaling pathway 
(15) 

PPP2R5E 1.78 
binds to Axin and inhibits β-catenin-dependent activation of 

canonical Wnt signaling pathway 
(16) 

NFATC3 1.67 
transcription factor involved in Ca

2+
-dependent Wnt 

signaling pathway 
(17) 

TP53 1.63 suppressor of canonical Wnt signaling pathway (18) 

CACYBP 1.52 suppressor of canonical Wnt signaling pathway (19) 

up-regulated in melanospheres 

DAAM2 7.85 enhancer of canonical Wnt signaling pathway (20) 

FZD7 3.56 

activator of canonical Wnt signaling pathway and its target 

gene; contributes to self-renewal of human embryonic stem 

cells 

(21-23) 

FZD9 2.74 

activator of both canonical and non-canonical Wnt signaling 

pathways; a marker for human mesenchymal stem cells from 

placenta 

(24-26) 

WNT10B 2.09 

activator of canonical Wnt signaling pathway; stimulates 

anchorage-independent growth through non-canonical 

mechanisms 

(27,28) 

LRP6 1.90 
co-receptor in canonical Wnt signaling pathway activation, 

necessary for DKK1 inhibitory activity 
(29) 

PLCB1 1.75 mediator of Ca
2+

-dependent Wnt signaling pathway (4) 

AXIN2 1.57 
negative regulator of β-catenin-dependent signaling and its 

target gene 
(11) 

 

 

 



B. The roles of Wnt pathway-related components linked to this pathway based on literature search.  

The average fold change (FC) index bases on the microarray results for 3 patient-derived melanoma 

samples and was determined for the gene expression in monolayers in comparison with 

melanospheres.  

 

Gene FC Role in Wnt signaling pathway References 

up-regulated monolayers  

CTGF 14.51 target gene of canonical Wnt signaling pathway (30) 

TCF4 8.84 
transcription factor regulating gene expression 

downstream of canonical Wnt signaling pathway 
(31) 

SHISA9 

transcript 

wariant 1 

4.04 

prevents Wnt signaling pathway activation through 

blocking the maturation of Frizzled receptors 
(32) 

SHISA9 

transcript 

wariant 2 

6.74 

RSPO4 2.23 
secreted molecule that interferes with DKK1 to activate 

canonical Wnt signaling pathway 
(33) 

up-regulated in melanospheres 

MITF 9.63 target gene of canonical Wnt signaling pathway (34) 

T (Brachyury) 5.92 target gene of canonical Wnt signaling pathway (35) 

SHISA2 4.34 
prevents Wnt signaling pathway activation through 

blocking the maturation of Frizzled receptors 
(32) 

VEGFA 3.38 target gene of canonical Wnt signaling pathway (36) 

LBH 3.05 target gene of canonical Wnt signaling pathway (37) 

DAB2 2.16 
inhibitor of canonical Wnt signaling pathway through 

Lrp6-dependent mechanism 
(38) 

TWIST1 2.07 target gene of canonical Wnt signaling pathway (39) 

ABCB1 

(MDR1) 
1.66 target gene of canonical Wnt signaling pathway (40) 

POU5F1 

(OCT4) 
1.60 target gene of canonical Wnt signaling pathway (41) 
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Table S5. MITF target genes were strongly up-regulated in melanospheres. 

 

Symbol Sequence code  FC  Description 
Refere

nces 

  

genes up-regulated in melanospheres 

 

ACP5 NM_001611 3.8 Acid phosphatase 5, tartrate resistant                    (1) 

ACSL1 NM_001995 3.4 Acyl-CoA synthetase long-chain 1                       (2) 

APOE NM_000041 3.7 Apolipoprotein E                                                  (2) 

ASAH1 NM_177924 5.0 N-acylsphingosine amidohydrolase 1                     (2) 

ATP1A1 NM_000701 2. 4 ATPase, Na+ ⁄ K+ transporting, alpha 1 polypeptide  (2) 

BCL2 NM_000657 1.7 B-cell CLL / lymphoma 2                                       (3) 

BCL2A1 NM_004049 21.1    BCL2-related protein A1                               (2) 

BEST1 NM_004183 3.3 Bestrophin 1                                                            (4) 

BIRC7 NM_022161 10.5 Baculoviral IAP repeat-containing 7                   (5) 

CA14 NM_012113 4.2 Carbonic anhydrase XIV                                        (2) 

CAPN3 NM_000070 21.1 Calpain 3                                                               (2) 

CDK5R1 NM_003885 2.0 Cyclin-dependent kinase 5, regulatory subunit 1   (2) 

CHL1 NM_006614 2.7 Cell adhesion molecule with homology to L1CAM  (2) 

CPEB1 NM_030594 2.1 Cytoplasmic polyadenylation element binding protein 1  (2) 

CYP27A1 NM_000784 5.4 Cytochrome P450, family 27, subfamily A, polypeptide 1  (2) 

DCT NM_001922 31.8 Dopachrome tautomerase                                     (6) 

DYNC1I1 NM_004411 2.6 Dynein, cytoplasmic 1, intermediate chain 1          (2) 

FABP7 NM_001446 18.6 Fatty acid binding protein 7, brain                        (2) 

FRMD4B NM_015123 2.7 FERM domain containing 4B                                (2) 

FXYD3 NM_001136008 5.1 FXYD domain containing ion transport regulator3 (2) 

GAPDHS NM_014364 3.5    
Glyceraldehyde-3-phosphate dehydrogenase, 

spermatogenic  
(2) 

GCNT2 NM_001491 2.2 
Glucosaminyl (N-acetyl) transferase 2, I-branching 

enzyme 
(2) 

GNPTAB NM_024312 2.8 N-acetylglucosamine-1-phosphate transferase a and b (2) 

GPM6B NM_001001995 5.3 Glycoprotein M6B                                                  (2) 

GPNMB BC011595 10.5 Glycoprotein (transmembrane) nmb                     (7) 

GPR137B NM_003272 2.9 G protein-coupled receptor 137B                           (2) 

GPR143 NM_000273 6.0 G protein-coupled receptor 143 (Oa1)                   (8) 

GPR56 NM_201525 3.8 G protein-coupled receptor 56                                (2) 

GREB1 NM_014668 2.6 GREB1 protein                                                       (2) 

HPGD NM_000860 3.8 Hydroxyprostaglandin dehydrogenase 15-(NAD) (2) 

INPP4B NM_003866 1.6 Inositol polyphosphate-4-phosphatase, type II       (2) 

IRF4 NM_002460 17.1 Interferon regulatory factor 4                              (2) 

ITPKB NM_002221 4.5 Inositol 1,4,5-trisphosphate 3-kinase B                  (2) 

KCNN2 NM_021614 2.8 Potassium calcium-activated channel N2              (2) 

LGALS3 NM_001177388 2.8 Lectin, galactoside-binding, soluble, 3                   (2) 

LYST NM_000081 6.2 Lysosomal trafficking regulator                             (2) 

LZTS1 NM_021020 3.9 Leucine zipper, putative tumor suppressor 1           (2) 

MBP NM_001025101 6.9 Myelin basic protein                                               (2) 



MDH1  NM_005917 1.8 Malate dehydrogenase 1, NAD (soluble) (2) 

MLANA NM_005511 376.4 Melan-A                                                              (9) 

OSTM1 NM_014028 5.3 Osteopetrosis-associated transmembrane protein 1 (10) 

P2RX7 NM_002562 9.4 Purinergic receptor P2X, ligand-gated ion channel  (2) 

PIR NM_003662 3.5 Pirin                                                                       (2) 

PLA1A NM_015900 10.8 Phospholipase A1 member A                               (2) 

QDPR NM_000320 2.7 Quinoid dihydropteridine reductase                       (2) 

RAB27A NM_004580 2.3 RAB27A, member RAS oncogene family             (11) 

RRAGD NM_021244 4.7 Ras-related GTP binding D                                    (2) 

RTP4 NM_022147 4.1 Receptor (chemosensory) transporter protein 4      (2) 

SCARB1 NM_005505 2.8    Scavenger receptor class B, member 1 (2) 

SCUBE2 NM_020974 1.6 Signal peptide, CUB domain, EGF-like 2              (2) 

SGCD NM_000337 2.5 
Sarcoglycan, delta (35kDa dystrophin-associated 

glycoprotein)  

(2) 

SIRPA NM_001040022 4.8 Signal-regulatory protein alpha                               (2) 

SLC19A2 NM_006996 4.4 
Solute carrier family 19 (thiamine transporter),  

member 2  

(2) 

SLC1A4 NM_003038 2.2 Solute carrier family 1, member 4                        (2) 

SLC45A2 ENST00000345083 10.9 Solute carrier family 45, member 2                     (13) 

SLC7A8 NM_182728 3.3 Solute carrier family 7, member 8                          (2) 

SORT1 NM_002959 2.1 Sortilin 1                                                                 (2) 

SPSB1 NM_025106 4.4 
splA/ryanodine receptor domain and SOCS box 

containing 1  

(2) 

ST3GAL6 NM_006100 3.0 ST3 beta-galactoside alpha-2,3-sialyltransferase 6 (2) 

ST8SIA1 NM_003034 6.7 
ST8 alpha-N-acetyl-neuraminide alpha-2,8-

sialyltransferase 1  

(2) 

STX7 NM_003569 2.6 Syntaxin (2) 

STXBP1 NM_003165 2.5 Syntaxin binding protein 1                                     (2) 

TBC1D16 NM_019020 2.5 TBC1 domain family, member 16                          (2) 

TBX2 NM_005994 7.1 T-box 2                                                                  (12) 

TDRD7 NM_014290 1.9 Tudor domain containing 7                                    (2) 

TIMP2 NM_003255 2.4 TIMP metallopeptidase inhibitor 2                         (2) 

TMCC2 NM_014858 6.9 Transmembrane and coiled-coil domain family 2  (2) 

TMEM51 NM_001136216 2.7 Transmembrane protein 51                                      (2) 

TNFRSF14 NM_003820 13.7 Tumor necrosis factor receptor superfamily 14    (2) 

TRIB2 ENST00000405331 6.4 Tribbles homolog 2 (Drosophila)                           (2) 

TYR NM_000372 376.7 Tyrosinase                                                           (14) 

TYRP1 NM_000550 194.9 Tyrosinase-related protein 1                               (15) 

UBL3 NM_007106 2.6 Ubiquitin-like 3 (2) 

WIPI1 NM_017983 4.9 WD repeat domain, phosphoinositide interacting 1 (2) 

 

genes up-regulated in monolayers 

 

 ITGA4 NM_000885 3.4 Integrin 4A                                                             (2) 

MTHFS NM_006441 1.7 5,10-methenyltetrahydrofolate synthetase (2) 

RGS20 NM_170587 2.6 Regulator of G-protein signaling 20                         (2) 

TMC6 NM_007267 2.9 Transmembrane channel-like 6                                (2) 
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Table S6. Melan-A/MART-1 and gp100 were expressed in melanospheres at higher 

percentages of cells than in monolayers. 

 

 melanospheres monolayers 

DMBC2 DMBC8 DMBC10 DMBC2 DMBC8 DMBC10 

Melan A/MART 81-82 36-80 47-95 3-35 4-20 10-12 

gp100 (PMEL) 31-88 33-49 66-90 8-22 28-44 7-39 

 

The frequencies of Melan A/MART-1- and gp100-positive melanoma cells were assessed by flow 

cytometry in freshly dissociated melanospheres cultured in SCM and in monolayers maintained in the 

presence of 5% FBS. 

 

 

 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 


