Table S7. List of pathways and gene ontologies in lower 1% Fsr distribution in comparison of brown layers and white layers.

Description # Genes anotated Genes of pathways (%)* P-Value

plasma membrane part 36 6.34 0.000

anti-apoptosis 8 1.41 0.003

RNA binding 18 3.17 0.006

sensory organ development 12 2.11 0.007

behavior 13 2.29 0.010

regulation of growth 11 1.94 0.012

amine catabolic process 5 0.88 0.017

sensory perception of mechanical stimulus 5 0.88 0.017

regulation of cell proliferation 19 3.35 0.020

cell motility 11 1.94 0.023

cell motion 13 2.29 0.024

transcription activator activity 9 1.58 0.028

regulation of multicellular organism growth 5 0.88 0.030
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*Percentage of the genes of the pathway which were among the annotated genes.



