
SUPPLEMENTARY FIGURE S7

Supplementary Figure S7. A quantitative proteomics screen for Cdk regulation of interphase chromatin. a, SILAC ratios of 2046 proteins quantified in two of 
the total four biological replicate experiments. Filled circles represent statistically significant outliers, including the positive control Orc1. The label-swap control identi-
fies fibronectin as unlabelled external contaminant. b, The 25 most highly up- or downregulated proteins across the four experiments. Error bars show the standard 
error of the mean. All proteins are significantly changed (p < 0.05) in at least three of four replicates.
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CDC20 Cell division cycle protein 20 homolog
SCIN Adseverin
NQO1 Quinone reductase 1
VIM Vimentin
FUBP1 Far upstream element-binding protein 1
SMEK2 Serine/threonine-protein phosphatase 4 regulatory subunit 3B
PFKL 6-phosphofructokinase
PRC1 Protein regulator of cytokinesis 1

Ezrin EZR
Sorting nexin-12 SNX12

High mobility group protein B3 HMGB3
PHD finger protein 6 PHF6

Ribose-phosphate pyrophosphokinase PRPS1
Glutathione S-transferase 2 GSTM2

Phosphoglycerate kinase 1 PGK1
Establishment of cohesion 1 homolog 2 ESCO2

Muscleblind-like protein 3 MBNL3
Protein diaphanous homolog 2 DIAPH1

Hypoxanthine-guanine phosphoribosyltransferase HPRT1
Chloride intracellular channel protein 2 CLIC2

Cyclin-dependent kinase 1 CDK1
Septin-11 SEPT11

Bruton tyrosine kinase BTK
Uncharacterized protein LOC422173
Uncharacterized protein LOC422319

Denticleless protein homolog DTL
Lamin-A LMNA

Protein Niban FAM129A
Adenylosuccinate synthetase ADSSL1

L-lactate dehydrogenase LDHA
Insulin-like growth factor 2 mRNA-binding protein 3 IGF2BP3

Plastin-3 PLS3
Origin recognition complex subunit 1 ORC1L

GEMIN6 Gem-associated protein 6
C4orf43 Translation machinery-associated protein 16
PYGL Glycogen phosphorylase
HNRNPK Heterogeneous nuclear ribonucleoprotein K
LOC771069 D-beta-hydroxybutyrate dehydrogenase
SCCPDH Saccharopine dehydrogenase-like oxidoreductase
AURKA Aurora kinase A
LOC427882 Uncharacterized protein
ZNF593 Zinc finger protein 593
DLGAP5 Disks large-associated protein 5
LOC424919 Uncharacterized protein
MYH10 Nonmuscle myosin heavy chain
PLK1 Polo-like kinase 1
KIF20A Kinesin-like protein KIF20A
ADA Adenosine deaminase
KPNA2 Importin subunit alpha
TK1 Thymidine kinase
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