
STAT3 −−−− 1.01    1.06    1.00    1.06

CAMP −−−−− 1.05    1.08    0.83*   0.90

CCL20 −−−− 1.07    1.01    1.02    1.03
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CXCL3 −−−− 0.89    1.13    0.95    1.07
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STAT6 −−− 1.32*   0.99    1.02    1.01

IL4R −−−− 0.73*   1.31*   0.88    1.15

IL33 −−−− 0.62**  1.06    1.14    1.21

LOR −−−−− 0.23**  1.11    0.87    0.96

FLG −−−−− 0.35**  1.16    1.27    1.46

TSLP −−−− 0.85    1.08    1.07    1.15

CCL11 −−− 0.88    1.19    1.11    1.32*

CCL4 −−−− 1.04    1.02    1.09    1.11

CCR5 −−−− 0.83    1.15    1.21    1.39*

CCL5 −−−− 0.85    1.17    1.36    1.59*

CCL17 −−− 0.95    1.51    0.94    1.42

IL13 −−−− 0.99    1.08    0.91    0.98

CCL26 −−− 1.14    1.71*   1.33    2.28** 

CCL13 −−− 0.60*   1.53    1.66*   2.54** 

CCL18 −−− 0.91    1.69    2.08*   3.52** 

IL7R −−−− 0.85    1.31    1.23    1.62*

CCL22 −−− 0.80    1.79*   1.13    2.01** 
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Figure E2. Progressive activation of representative inflammatory mediators associated with Th1, Th2, Th17 and Th22 T-cell subsets from non-lesion-
al (NL), through acute and chronic atopic dermatitis (AD) skin lesions, by genomic expression. A-D, Representative heatmaps of A, Th2 and IL-4/IL-13, 
B, Th22/IL-22, C, Th1 and IFN-γ, and D, Th17/IL-17 induced genes, respectively. (red, up-regulated; blue, down-regulated). *P < .05, **P < .01, and ***P < 
.001, (n=8 for AD; n=15 for normals).


