
TABLE S1. Bacterial strains and plasmids used in this work. 

Strain or plasmid Relevant genotype or phenotype Source of reference 

Strains   

E. coli strains   

DH5α supE44 ΔlacU169-(Ψ80lacZΔM15)hsdR1 recA1 

gyrA96 thi-1 relA1  

Bethesda Research Laboratories, 

Inc., Gaithersburg, U.S.A. 

S17-1 Sm
r Sp

r
; hdsR (RP4-2 kan::Tn7 tet::Mu, integrated in 

the chromosome)  

(1) 

B. japonicum strains    

110spc4  Sp
r
; wild type (2) 

6243 Sp
r
 

Km
r
;
 

∆bll3156-3157::aphII (same orientation) This work 

Plasmids   

pGEM-T Easy 

 

Ap
r
; cloning vector  

 

Promega Corporation, 

Madison, U.S.A. 

pBSL15 Ap
r
 

Km
r
; cloning vector

 
 

(3) 

pSUP202pol4 Tc
r
; (pSUP202) part of the polylinker from 

pBlueskript II KS+ between EcoRI and PstI 

(4) 

pRJ6240 Ap
r
; 

 
(pGEM-T Easy) 623 bp amplicon of the bll3156 

downstream region comprising the B. japonicum 

genome sequence from coordinate 3489814 to 

3490437 

This work 

pRJ6241 Ap
r
; (pGEM-T Easy) 636 bp amplicon of the bll3157 

upstream region comprising the B. japonicum 

genome sequence from coordinate 3493519 to 

3494155 

This work 

pRJ6242 Tc
r
; (pSUP202pol4) 1259 bp EcoRI/NotI up- and 

downstream region of bll3156-bll3157 

This work 

pRJ6243 Tc
r
 Km

r
; (pSUP202pol4) the aphII cassette flanked 

by the up-and downstream region of bll3156-bll3157 

This work 
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TABLE S2. Specific nitrogenase activity (% C2H4 min
-1

 g
-1

) of B. japonicum wild type and 

6243 mutant on soybean, mungbean, cowpea and siratro plants.  

 
 

 

 

Relevant 

genotype 
Soybean Mungbean Cowpea Siratro 

110spc4 Wild type 1.9 ± 0.7 1.9 ± 0.9 2.5 ± 0.7 1.7 ± 0.8 

6243 ∆frc-oxc 1.7 ± 1.2 2.2 ± 0.8 2.9 ± 1.7 1.2 ± 0.7 
 
 
  

 


