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Table S1 Details of strains with antibiotics resistance profile and segencing contigs coverage of resistance associated regions/genes®
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ShiOBAH66 AZOGO0000000 2006  China  Anhui_ Xv_ 91 I 3  optl 1 RI1RI SSSSSSSSSRSRSRRSSRSSSSRS S 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShiBGS43 AZOH00000000 2006  China Gansu Xv 91 | 2 optll ISShesll O RIl RI SSSSSSSSSRRRSRRSSRSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShiOBAH116 AZOIO0000000 2006  China Anhui  Xv 91 | 3 optll 1 RIl 11 SSSSSSSSSRSRSRRSSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
Shi0BGS07 AZOJODODO0O0O 2006  China Gansu Xv 91 | 2 optl ISShesll 2 RRI RI SSSSSSSSSRRRI RRSI RSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShiBGS48 AZOKO0000000 2006  China Gansu Xv 91 | 2  optll 4 RI'l RI SSSSSSSSSRRRSRRSSRSSI SRSS 100% 100% 100% 100% 100% 100% O  100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShioBHN118 AZOLOOODOOOO 2006  China Henan Xv 91 | 1  optll 25 RRI RI SSSSSSSSSRRRSRI SSRSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShiOBHNO23 AZOMO0000000 2006  China  Henan X 91 | 0 RIRRI SSSSSSSSSRSRSRRSSRSSI SRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2005AH264 AZONOOOOOOOO 2005  China Anhui  Xv 91 | 3  optll 1 RRSSSSRRSRSSSSRRRSRRSSRSSSSSSS 9880%0 0 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% O

ShiOBAH135 AZOO00000000 2006  China Anhui  Xv 91 | 3 optl ISShesll 2 RI'l RI SSSSSSSSSRRRSRI SSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShioBHN378 AZOP00000000 2006  China Henan X 91 | ISShes1l 5 RIl111 SSSSSRRRI RRRSRRSI RSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.70% 100% 100% no  no  100% 100%
ShioBHNO16 AZOQO0000000 2006  China Henan Xv 91 | 2 optll ISShesll 3 RIl 1| SSSSSSSSSRRRSRRSSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShioBHN250 AZOR0O0000000 2006  China Henan Xv 91 | 1 optll ISShesll 5 RRI RI SRRI RRI RRRRRSRRSRRSRRRRS S 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShiOBAH028 AZOS00000000 2006  China  Anhui  Yv 91 | optlll  ISShes1l 0 RI'l RI SSSSSSSSSRRRSRRSSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShioBHN244 AZOTO0000000 2006  China Henan Xv 91 | 1  optll 6 RRIRIIRRIRSSSSRRRSRRSSRSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShiBGS37 AZOUOOOO000D 2006  China Gansu Xv 91 | 2 optl  ISShesll 1 RI'l RI SSSSSSSSSRRRSRRSI RSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2003055 AZOVO0000000 2003  China Henan X 91 | 2 RSSI SSSSSSSSSSRRRSRRSSRSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShiOBAH130 AZOWO00000000 2006  China Anhui  Xv 91 | 1  optl 9 RRIRI SRRIRSSSSRRRSRRSSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShiOBGS55 AZOX00000000 2006  China Gansu Xv 91 | 2  optll 6 RIl RI SSSSSSSSSRRRSRRSI RSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShiOBSX36 AZOY00000000 2006  China Shanxi Xv 91 | 1  optl 22 RIl 1 |l SSSSSRRRRRRRSRRSSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2002103  AZOZ00000000 2002  China Henan 1la 91 | 0 RSI RI SSSSSSSSSRRRSRI SI RSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShiO5SX04 AZPAOOO00000 2005  China Shanxi Xv 91 | 1 optl  ISShesll 2 RI'l RI SSSSSRRRRRRRSRRSSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShioBSX53 AZPBOOO00ODO 2006  China Shamxi Xv 91 | 1 optl ISShesll 1 RI'l RI SSSSSRRRRRRRSRRSSRSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.70% 100% 100% no  no  100% 100%
2002007  AZPCO0000000 2002  China Henan 2a 18 Il 2 SSSSSSSSSSSSSSSSSSSSSSSSSSSSSSO 0 0 o 0o o 0 o0 0o o 100% 100% no no no  no  no O

51575 AZPD00000000 Unknown China  Lanzhou;3a 16 VI 65 SSSSSSSSSSSSSSSSSSSSSSSSSSSSSSO 0 0 o 0o o 0 o0 0o o0 100% 100% no no no  no  no O

51576 AZPEO0000000 Unknown China  Guizhou 4a 103 IV 16 SSSSSSSSSSSSSSSSSSSSSSSSSSSSSSO 0 0 o 0o o 0 o0 0o o 100% 100% no no no  no  no 0

51577 AZPF00000000 Unknown China  Chengdu,4b 103 IV 16 SSSSSSSSSSSSSSSSSSSSSSSSSSSSSSO 0 0 o 0o o 0 o0 0o o0 100% 100% no no no  no  no O

51581 AZPG00000000 Unknown China  Guizhou Y 18 i 27 SSSSSSSSSSSSSSRSRSSSSSRSSSSRSS 99.75% 0 10000 0 0 0 0 0  99.37% 100% 100% no no  no  no  no  100%
1997005  AZPHO0000000 1997  China Henan 1b 143 IV 35 SSSSSSSSSSSSSSSSSSSSSSSSSSSSSSO 0 0 o 0o o 0 o0 0o o0 100% 99.90% no  no  100% no  no O

2000019  AZPIOOO00000 2000  China Henan 1la 91 | 10 RSIRI SSSSSSSSSRRRSRRSI RSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2001020  AZPJOOODOOOO 2001  China Henan 1la 91 | 14 RIl RI SSSSSSSSSRRRSRI SSRSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2001004  AZPKOOO0000O 2001  China Henan 1la 91 | 0 RSSI SSSSSSRRRRRSRSRRSSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.70% 100% no  no  100% 100% 100%
2001042  AZPLOOOOODOO 2001  China Henan 2a 91 | 21 RIl | SSSSSSRRI SRRRSRRSRRRRRRRS S 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2001044  AZPMOO000OOO 2001  China Henan Xv 91 | optll 2 RI'l RI SSSSSRRRI RRRSRRSSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.70% 100% 100% no  no  100% 100%
2002021  AZPNOODOOOOO 2002  China Henan 2a 91 | 11 RI'l RSSSSSSRRRI RSRSRI SSRSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.70% 100% 100% no  no  100% 100%
2002028  AZPOO0000000 2002  China Henan 2a 18 Il 16 SSSSSSSSSSSSSSSSSSSSSSSSSSSSSSO 0 0 o 0o o 0 o0 0o o0 100% 100% no no no  no  no 0

2002069  AZPPOO00DOOO 2002  China Heman Xv 91 | 1  optll 0 RIl | SSSSSSSSSSRRRSRRSSRSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2002091  AZPQOO000000 2002  China Henan 4av 142 IV optlll  ISShes1l 29 RSI | SSSSSSSSSSRSRSRRSSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% no  no  no  no  no  100%
2002106  AZPROODOOO0O 2002  China Henan 1la 91 | 18 RI'l RI SSSSSSSSSRRRSRRSI RSSI SRS S 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2002110  AZPS00000000 2002  China Henan 3b 91 | 18 RI'l RI SSSSSSSSSRRRSRRSSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2002140  AZPTO0000000 2002  China Heman Xv 91 | 1  optll 0 RIl RI SSSSSSSSSRSRSRRSSRSSSSI| SS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2003035  AZPUOODOO000 2003  China Henan Y 91 | 17 RI'l RSSSSSSSSSSRRRSRRI SRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2005002  AZPVOOO0DOOO 2005  China Henan 2a 91 | 16 RSI | | SSSSSRRRI RRRSRI SSRSSSSI SS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.70% 100% no  100% no  100% 100%
2005025 ~ AZPWO0000000 2005  China Henan 1la 91 | 23 RI'l RI SSSSSSSSSRSRSRRSSRSSI S| SS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2005051  AZPX00000000 2005  China Heman Xv 91 | 1  optll 2 RIl RI SSSSSSSSSRSRSRRSSRSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2005184  AZPYO0000000 2005  China Henan X 91 | opti 22 RRRRI SSSSSRRRRRRRSRRI RRSRSSRS S 9859% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2005GS061 AZPZO0000000 2005  China Gansu Xv 91 | 1  optll 0 RI'l RI SSSSSSSSSRRRSRRI SRSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShioBGS02 AZQA00000000 2006  China Gansu 3a 91 | 63 RI'l RI SSSSSSSSSRRRSRRI | RSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShioBHN159 AZQBO00O000O 2006  China Henan 1d 109 | 24 RIl 11 SSSSSSSSSRSRSRRSI RSSI SRS S 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShioBHN344 AZQC00000000 2006  China Henan X 91 | 1 optll* 20 RIl 11 SSSSSSSSSRSRSRI SSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShioBHN347 AZQD00000000 2006  China Henan Xv 91 | 1  optl 11 RSI | | SSSSSSSSSRRRSRRI SRSSSSI SS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShioBHNO91 AZQEO0000000 2006  China Henan X 91 | 1 ISShes11 13 RI'l RI SSSSSSSSSRRRSRI SSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
ShiOBAH091 AZQFOD000000 2006  China  Anhui  Xv 91 | optll 1 RSI RSSSSSSSSSSRRRSRRSSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2001025  AZQGO0000000 2001  China Henan 1la 91 | 0 RSI | | SSSSSSSSSRRRSRRSSRSSSSI| SS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2001027  AZQHO0000000 2001  China Henan X 91 | 3 RSI | | SSSSSSSSSRRRSRI SSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2001048  AZQIOO000000 2001  China Henan 2b 91 | 7 RSI | SSSSSSSSSSRRRSRI SSRSSSSI| SS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2002035  AZQJODODOOOO 2002  China Henan X 91 | ISShes1l 41 RSI | | SSSSSSSSSRRRSRI SSRSSSSRSS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2002127  AZQKO0000000 2002  China Henan 3a 91 | ISShes1l 6 RIl | SSSSSSSSSSRSRSRI SSRSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2002141  AZQLOOOOOOOO 2002  China Henan X 91 | 1  optll* 3 RIl 1 |l SSSSSSSSSRSRSRRSSRSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2002142  AZQMOO000000 2002  China Henan Xv 91 | 1 optl ISShesll 44 RSI | SSSSSSSSSSRSRSRRSSRSSSSI| SS 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
2002017 CP001383.1 2002  China Heman Xv 91 | 1  optl RRI RI SSSSSSSSSRRRSRRSSRSSSSRSS 1000 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 99.80% 100% no  no  no  100% 100%
Sf301 AE005674.2 1984  China Changpin2a 18 Il SSSSSSSSSSSSSSSSSI SSSSSSSSSSSSO 0 0 o o o0 0 o© 0o o0 100% 100% no no no  no  no O

2457T AE014073.1 1954  Japan Tokyo 2a 86 I SSSSSSSSS5SSSSSSSSSSSSSSSSSSSSSSO 0 0 o o o 0 o0 0o o0 100% 100% no no  no  no  no O

Sf8401  CP000266.1  Unknown China ICDC,Bei5b 93 VI NE NE NE NE NE NE NENE NE NE NENENE NENE NE NE N NE NE NE NE NENE NENENENENENEO 0 0 o 0o o 0 o0 0 o0 100% 100% no no  no  no  no 0

MoOT CM001474.1  Unknown France Pasteurlt5a 144 II SSSSSSSSSSSSSSSSSSSSSSRSSSSSSSO 0 0 o0 0 o0 0 0 0 0 100% 100% no no  no  no  no 0
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% Keys to Table S1

ST types MLST of 15 housekeeping genes
Lineage as figure 1A
Cluster as figure 1A

opt alleles on plasmid pSFXv_2 and
opt pSFyv_2, optll * indicated the 3 isolates

carries a defective optll .

Breakpoint (mm) for

Antibiotics symbol Name resistance, intermediate
and susceptible

AMP Ampicillin = 17,14—16, < 13
PIP Piperacillin =21,18—20, < 17
AMC Amoxicillin-clavulanic acid = 18,14—17, < 13
SAM Ampicillin-sulbactam =15,12—14, <11
TIM Ticarcillin-clavulanic acid =20,15—19, < 14
ATM Aztreonam =21,18—20, < 17
CXM Cefuroxime = 18,15—17, < 14
CFP Cefoperazone =21,16—20, < 15
FEP Cefepime = 18,15—17, < 14
CTX Cefotaxime = 26,23—25, < 22
CIP Ciprofloxacin =21,16—20, < 15
NOR Norfloxacin =17,13—16, < 12
OFX Ofloxacin = 16, 13—15, < 12
LVX Levofloxacin =17,14—16, < 13
NAL Nalidixic acid =19,14—18, <13
SXT Trimethoprim-sulfamethoxazole =16,11—15, < 10
TMP Trimethoprim = 16,11—15, < 10
F Furazolidone =17,15—16, < 14
TET Tetracycline =15,12—14, < 11
DOX Doxycycline =14,11—13,< 10
MIN Minocycline =16,13—15, < 12
KAN Kanamycin =18,14—17, <13
STR Streptomycin =15,12—14, < 11
GEN Gentamicin =15,13—14, < 12
TOB Tobramycine =15,13—14, < 12
AMK Amikaein =17,15—16, < 14
NET Netilmicix =15,13—14, < 12
CHL Chloramphenicol =18,13—17, < 12
PB Polymyxin B =11, —, <10
IPM Imipenem =16,14—15, < 13
Antibiotic resistance genes Resistance Location
aadA2 streptomycin SRL
oxa-1 ampicillin SRL
cat chloramphenicol SRL
tetR SRL
tetA . SRL

tetracycline
tetC SRL
tetD SRL
dfrAl trimethoprim ™7
satl streptothricin ™7
aadAl streptomycin/spectinomycin ™7
dfrA5 trimethoprim X12868.1
blaCTX-M-14 Cephalosporins NC_019071.1
blaTEM-1 Ampicillin NC_010558.1
blaCTX-M-3 Ampicillin NC_019090.1
gnrS quinolones NC_010886.1
gepA quinolones NC_020278.2
aac(6')-Ib-cr quinolones NC_011617.1

Other notes

1. antibiotic susceptibility: R = resistance; S = sentitive; I= intermediate, based on breakpoints listed above.

For Salmonella spp. and Shigella spp., aminoglycosides,as well as first- and second-generation cephalosporins and cephamycins, may appear active in vitro but are not effective clinically and should not be reported as susceptible.

The contigs were mapped to the SRL,
Tn7 dfrA5, gyrA, blaCTX-M-14, blaTEM-

2. SRL,Tn7, dfrA5, gyrA, blaCTX-M-14, 1, PIaCTX-M-3, qnrS, gepA and aac(6)-

blaTEM-1, blaCTX-M-3, gnrS, gepA and Ib-cr reference. Percent coverage was
aac(6")-Ib-cr coverage. calculated based whether any sequence

mapped to reference. O indicated no or
few mapped to reference,"no" indicated
no mutation on gyrA.



Table S2 Primers SNP genotyping using cluster-specific SNPs

SNPs no.

Upstream Primer

Downstream Primer

Base extension Primer for the SNP

10

13

14

15

ACGTTGGATGTTATCTGTCGGTTTCACCGC

ACGTTGGATGATTCCTTCACGACAACCTGC

ACGTTGGATGTGTTGAGATTGCCATCAACC

ACGTTGGATGAGCTCGTTGTGCTGAATCGG

ACGTTGGATGAAACTGGTGTTCCAGGAAGG

ACGTTGGATGGCATCCGCGATGATTTTCTG

ACGTTGGATGGCTTCAACAGCAGCACAAAC

ACGTTGGATGTCGTTGACGTTCATTCCAGC

ACGTTGGATGCAGAATCTTAAACAGGCTCG

ACGTTGGATGACAATGGCTTTGAGGTCGGG

ACGTTGGATGCCGCGACTATTCAGCAAAAG

ACGTTGGATGATTACCGGTGATGTCGTGGC

ACGTTGGATGGGGAATTCCGCATTTCTCAC

ACGTTGGATGGTAGTCACTTACCTTCACCG

ACGTTGGATGCTGGATTCATGCGGGTATTC

ACGTTGGATGGGTGGTGAAAGCATGGTTAC

ACGTTGGATGATGAAGGCGGTATTCTCCTG

ACGTTGGATGACCCATATCTTGACCAGGTG

ACGTTGGATGAGCGCGTTACGCAATAAACC

ACGTTGGATGACTGAAGGTCTTCGGTAAGG

ACGTTGGATGATACGTATAGTCCTCTCTGG

ACGTTGGATGCCGTTTTCGACAATTGCCAC

GGATGTCGTGGCACTGGA

TACCCAATTCTGACAGTTA

TTCCCCGTTAGCCAAACCTGC

GGGCCGGTGATCCCGATTCAGGCCTA

TGGTTACCAACAATGTTAAT

TTTATCCTGTTCCGGTCTGATG

TTATCACAAACCGGAACCACAA

GATGACCAGTTTCACCC

TCGGCAAAACTAGTTGAC

GGCGTGATTCTCTGAGTTATATGCT

CCACCGGCATTTCGC



16 ACGTTGGATGCAACCATCTCGTATATTAACC ACGTTGGATGCCAGAAAAAATTTCTCGATG GGTTTCATAACATTATATTTAATTGCTG

17 ACGTTGGATGGGCAATCAGATCTTTCAGGG ACGTTGGATGGATTTCGGCGATTCAGGAAG ATGGTGATGATAGAGATCACT

18 ACGTTGGATGTGTCTGCACTGTGCGAAATG ACGTTGGATGATATCGCGACCAATCCGTTC  CGTGATGCGGATGAAT

19 ACGTTGGATGATGCAGCATCTACGCATTCC  ACGTTGGATGATAAGATGGGTTTGCTGCGG CCCGCACCGCGCTCATTA

20 ACGTTGGATGCAAAACCTGTTGACAGAAAG ACGTTGGATGAAAAGCGCCCATAAGGACTC GAGGACTCCTTGATTTATTATGTA
21 ACGTTGGATGGCATGACCTTTGCCAACTTC  ACGTTGGATGGTAGTTAAAAGGTGGAGCGG GCGGAAAGCAAAAAGGCCATTGA
22 ACGTTGGATGTGTAGATCAGCATGGAGCCG ACGTTGGATGTTTCCTGAAACACAACCCGC ACCCGCAGAATCCGT

23* CAGAGTGCAAGCCAATGCTA CGCGATGTTGACAAGAAGAG NA

24* TACCCCGCCTCTCTTCTGACT TGGTAGCGCAATTGGCAA NA

25* CTGGCGATTACAAATCACGA TGTGACCTGGGTCACGAATTA NA

26* TGACGTTGGCCTGAAGTAAGA ATCACCAGCCTACAGGCTAAA NA

27* ACCGCAACCAATCACCGTAT TGGAGCAACGCAATGGTTAG NA

*primers for PCR sequencing



Table S3 List of SNPs on pSFXv_2

Chromosome SNP
cluster

SNP on pSFXv_2?

no. Sero 68 69 181 330 362 371 462 798 1368 1396 1628 2226 2459 2987 3007 3124 3126 3315 3318 3304

3604 3787 3972 4000

4535 5606 5745

2002017
Clusterl

Non-clustered
Cluster2

Cluster3
Extended cluster3
Non-clustered

Lab NO. is?la e
tes

X T T G G G G C
ShiO6HN347 1 Xv C T A A
ShiO6HN344 1 X ... C T A A
12 isolates 12 Xv G G C T A A
2002141 1 X GG C T A A
2001044 1 Xv GG C T A A
3 isolates 3 Xv GG C T A A
3 isolates 3 Xv GG C T A A .
4 isolates 4 Xv G G C T A A T
2005184 1 X C T A A T
ShioBAHO91 1 Xv G G C T A A T

O 000000000 >

(@)

— -

Cc G
A T
A T
A

O

> > -

Cc T A
T G
T G
T G C

*SNP is named based on base position in the pSFXv_2 plasmid. Dots represent bases identical to the reference bases.
SNP 3972, 4000 and 4535 located on the opt gene.
Nature of SNPs are as follows:

68 T—G, 69 T—G, resulting in I21—R
181 G—C, resulting in V59—L

330 G—T, synonymous SNP

362 G—A, resulting in C119—Y

371 G—A, resulting in R122—H

462 C—T, synonymous SNP

798 A—C, resulting in L263—F

1368 C—T, synonymous SNP

1396 C—T, deletion 450Q

1628 C—T, resulting in P524—L

2226 A—G, synonymous SNP

2459 T—C, resulting in L787—P

2987 C—T, resulting in S955—F

3007 C—A, resulting in Q962—K
3124 G—T, 3126 G—C, resulting in EF1000—Y
3315 C—A, 3318 G—A, synonymous SNPs
3304 T—C, resulting in W1059—R
3604 A—C, resulting in T1152—P
3787 C—A, resulting in Q1210—K
3972 C—T, synonymous SNP

4000 A—G, resulting in T1280—A
4535 C—T, resulting in A1458—V
5606 T—G, deletion 1807L

5745 A—C, synonymous SNP



Table S4 SNP genotyping of 380 isolates using 18 cluster-specific SNPs by Sequenom MassArray

SNP*

Cluster SNP Total no. Province 1 3 4 5 6 7 9 10 13 14 15 16 17 18 19 20 21 22

genotype of isolates (No. of strains)

Reference base C T A TATT CGGAGT T G G T C G

Unclustered SG1 46 Henan (17) A C C C

Gansu (21)

Anhui (8)

Cluster 1 SG2 187 Henan (140)

Gansu (29)

Anhui (18)

Cluster 2 SG3 28 Henan (4) A CCCGAAT A . A A C A A C

Gansu (23)



Anhui (1)
SG4 65 Henan (9) A CCCGAATAG A A C A A C
Gansu (50)
Anhui (6)
Cluster 3 SG5 54 Henan (7) A C C C
Gansu (2)

Anhui (45)

* see Table 1 for SNP details. Note that SNPs 2, 8, 11 and 12 were excluded. Dots represent bases identical to the reference bases.
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