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FIG S1 Human oral microbe identification microarray (HOMIM) assay of salivary microbial
flora profiles in subjects who were HIV seropositive or HIV seronegative. Among the
423 bacterial probes incorporated in the DNA microarray, 121 (29%) were detected
with positive hybridization, including (A) 6 bacterial phyla, (B) 11 classes, (C) 14

orders, (D) 23 families, (E) 34 genera, and (F) 90 species.



