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Fig S1. Kegg pathway of the TCA cycle showing proteins down-regulated (red rectangles).


| GLYCOLYSIS / GLUCONEOGENESTS |
Fig S2.Keggpathwayof theglycolysis/gluconeogene m”ﬂ“’m

showingproteinsdown-regulateqredrectangles).
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Fig S2. Kegg pathway of the glycolysis/gluconeogenesis showing proteins down-regulated (red rectangles).
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PYRUVATE METABOLISM

Fig S3.Keggpathwayof the pyruvate
metabolismshowingproteinsdown-regulate [~
(redrectanglespr up-regulated
(greenrectangles).
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Fig S3. Kegg pathway of the pyruvate 
metabolism showing proteins down-regulated 
(red rectangles) or up-regulated 
(green rectangles).


I ALANINE, ASPARTATE AND GLUTAMATE METABOLISM I
Fig S4.Keggpathwayof thealanine aspartatandglutamatemetabolismshowingproteinsup-regulatedgreenrectangles
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Fig S4. Kegg pathway of the alanine, aspartate and glutamate metabolism showing proteins up-regulated (green rectangles).


GLUTATHIONE METABOLISM

Fig S5.Keggpathwayof thegIutath|onemetabollsrmhowmgprotemsup regulatedgreenrectangles
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Fig S5. Kegg pathway of the glutathione metabolism showing proteins up-regulated (green rectangles).
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Fig S6. Immunoblot of Cryptococcus neoformans biofilm and planktonic cells using monoclonal
anti-mouse HSP70 antisera.
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Fig S6. Immunoblot of Cryptococcus neoformans biofilm and planktonic cells using monoclonal anti-mouse HSP70 antisera.
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