Caveolin 1: Mus musculus strain C57BL/6J chromosome 6, GRCm38.p1
C57BL/6J, from 4776 bp to 6715 bp.
NCBI: NC_000072.6
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Figure S1: Genomic localization and nucleotide sequence of the Caveolin 1 gene analyzed in this work by
MassArray Epityper technique. CpG dinucleotides located in the proximal promoter, exon 1 and intron 1 of
the Cav-1 gene (from -619 to 1272 pb from ATG codon (+1)) are shadowed. ATG codon indicates the
Translation Start Site (CDS) and TSS indicates the Transcription Start Site. Due to the limitation of the
technique, DNA methylation of some CpGs sites could not be measured (crossed out), or were measured
together with others (indicated as boxed CpGs sites).



