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Fig. S1. Alignment of hybridization capture sequences to koala retrovirus B
(KoRV-B) isolate Br2-1CETTG. KoRV-B sequences are shown and used as a
reference. Individual reads from koala Pci-SN265 were aligned with dots indicating a
match, dashes indicating indels, and mismatches indicated by the appropriate DNA base.
The KoRV-A sequence AB721500 (Shojima et al. 2013) is included to highlight the
differences between KoRV-A and KoRV-B. The sequences shown also correspond to
positions 6149-6436 of the reference sequence AF151794 (Hanger et al. 2000).
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