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Q2KDI2_Main.3/1-227 176G1 F- AGLERVTRWR I ALG- ERRSVKDAVGEDYPQRLMEFLDKHESI - ---LLRLPAAA- - ----------- 227
Q8XW81_Main.3/1-224 178 P1 F - EGLPRVKAWRAALG- ARESVI AAVGEDYAERFGQHLRLHQAL - - - -LAN- - - - - - - - oo oo oo 224
Q9H4Y5_Main.3/1-243 192DCV-SHTPALRLWI SAMK-WDPTVCALLMDKSI - -FQGFLNLYFQN----NPNAFDF--GLC=-=---=----- 243
Q9VSL2_Main.3/1-241 192 FNE-SRFPKITKWIALLK-ADSVVQSFYATPEQ- -HNEFWRTRKAG----NAN-YDLLA------------ 241
Q9VSL3_Main.3/1-243 191 YDQ- SRFPQLTLWLERMK-RDPAVMAFYMEAEV- -QAEFLRTRSLG----RPN-YNL--LVKDA------- 243
Q9VSL4_Main.3/1-250 198 LDK- TRYQNLLKWRDLVA-QDEAVKATALDARI - -HAKFMKTRHEN - ---KPD-YDV--AFQPL------- 250
Q9VSL5_Main.3/1-251 198 LDT-KRFEKLLKWRDLMT-QDEVVQKTALDVQL - -HAEFQKSKTLG----NPQ-YDI --AFKGTP------ 251
Q9VSL6_Main.3/1-254 196 LSP-ERFPTLI KWRDLMI -QDRAVKCFYLDGQT--HAKYMNSRRSG- ---QAD-YNM--LYNEAKRVKLG- 254
4HI7|A_B4KM86_Main.4/1-220 174 PVDAAKYPKLSAWI KRLE-QLPYYAENSTGAQQ- - FVAAVKSKPFT----VVGA- - --------------- 220
3R2Q|A_B3HZI4_Main.9_NO_DSBR/1-202 173GWX - VDRPHLVKLVENLF-SRESFARTEPPKA - - - - - - - - - - - - - o o o o o e e e o e e e o oo - - 202
A9CJG4_Main.9/1-198 169 - EWAEGRDALAAWPETFG-KRFDAYAEMKAAA - - - - - - - o m o o e e o e e o e e o e e e e e e e o s 198
2R4V|A_015247_Main.10_NO_DSBR/1-226 185D |1 P- AEFSGVWRYLHNAY - AREEFTHTCPEDKE- - ENTYANVAKQ- - - - - - - - - - - - - - - o oo oo oo - - - 226
Q8LE52_Main.10/1-258 217 SVP-DSLPFVKSYMENVF - SRESFTNTRAETED - -VI AGWRPKVMG - - - - - - - - - - - - - - - - - - - - - - - - - 258
Q9FRL8_Main.10/1-213 172SVP-ESLTSVRNYAKALF-SRESFENTKAKKE I - - VVAGWESKVNA- - - - - - - - - oo oo o e o m oo o - 213
Q9FWR4_Main.10/1-213 172SVP-ESFPHVHNYMKTLF -SLDSFEKTKTEEKY - -VISGWAPKVNP - - - - - - - - - - - - - o oo m oo - - 213
Q88LB2_Main.14/1-199 172 - FAEAAYPRVRSWLEGWL - ASELFKAIMVR - - - - - - - - - - - - - o o o o o oo oo o m oo oo - 199
Q129E0_Main.14/1-230 194 - FTAQPWPRLQAWLAGFE-ASALYQSVMEKHAP - -WRA-ASE- - - - - - - - - - - e e e o m e e o s 230
A9CKF2_Main.15/1-230 187 INW-LEAPI AKEWYQRVK-SRPSFRPFLSERIP--RLAPSSHYADLDF - - - -------- - 230
2YCD|A_A9CFJ9_Main.25/1-213 179G I L-KDYGNLLAYVERGK- ARPAFKRAFDAQLA- -VFTA- - - - - - - - - - oo m oo oo e oo e oo - - - 213
B8H2E2_Main.25/1-217 179 - - - -AETPTLVAYRDRCT- ARPAFQKALAAQLA--DLN=- - - - - - - - mmmm o e oo m GPPPPGWG - - - 217
B7UV05_Main/1-220 181 LDE-QRWPALAAHFARML - ERPAMQALLPGERR - -TLDKLAAKA - - - - - - - - - o - o o e o e o e e e o - - 220
1G70|A_B3BP81_R4.1/1-215 188 INW- - - PSRVADYRDNMA- -KQTQINL-------- LSSMAI - - - - - - - - o o e e e e e e e a - - 215
DOWS558 R4.1/1-213 186 | EW- - - PQKVMGYLMTMS - - EKSGVPL - - - - - - - - YFDRAL = = = = = = = = = = = = = = = e == e = e m = m == - 213
3PPUJA_YqjG_B3VQJ7_Xi.1/1-314 253RTIRDGYPNLHRWMRKLYWGNPAFKDTCNFEHI - -KTH-YFWSHTF---INPHRIVP--I1GPIPDILPLD- 314
3R3E|A_C4ZR18_Xi.1/1-308 243HR I S-DYLNLYGFLRDIY-QMPGIAETVNFDHI - -RNH-YFRSHKT---INPTGI1S--1GPWQDLDEPHG 303
C7GXD4_Xi.1/1-370 31I0TSIRAGYPFIHLWVRNLYWNYDAFRYTTDFDHI - -KLH-YTRSHTR---INPLGITP--LGPKPDIRPL-- 370
P48239_Xi.1/1-356 293 KTIRDGFPYLHLWLINLYWNYAEFRFTTDFNHI - -KLF-YIRMEVSRNKINQFGI|VP--LGPKPDISRL-- 356
Q04806_Xi.1/1-366 306 ATIRDDYSRIHTWLKN I YWRHEAFQRTTDFTHI - -KLG-YTRSQPR---VNPIGITP--LGPKPDIRPP- - 366
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1AOF|A_E2KU21_Main.1/1-201 - - - - -
A9Cll7_Main.1/1-208 - - - -
A9CJU4_Main.1/1-219 - - - - -
A9CJU5_Main.1/1-206 - - - - -
A9CLG1_Main.1/1-203 - - - - -
Q7D3T0_Main.1/1-211 - - == -

3C8E|A_YghU_D6JFD2_Main.2/1-284 - - - - -
3GXO0|A_YfcG_E7ICS5_Main.2/1-204 - - - - -
1G6W|A_E7KHF2_Main.2/1-234 - - - - -
4ECI|A_QO02KA8_Main.2/1-204 - - - - -
4IKH|A_Q4KED9_Main.2/1-227 - - - - -
QO03L82_Main.2/1-262 - - - - -
Q8DTN7_Main.2/1-263 - - - - -
A6B5E9_Main.2/1-285 - - - - -
Q2RXK8_Main.2/1-229 - - - - -
Q4KH85_Main.2/1-213 - - - - -

1EEM[A_P78417_Main3/1-237 - - - - -
P34345_Main.3/1-250 - - -
Q2KDI2_Main.3/1-227 - oo
Q8XW81_Main.3/1-224 -~
Q9H4Y5_Main3/1-243 - -
Q9VSL2_Main3/1-241 oo -
Q9VSL3_Main3/1-243 - - -
Q9VSL4_Main3/1-250 - - - -
Q9VSL5_Main3/1-251 - -
Q9VSL6_Main3/1-254 - - -

4HI7|A_B4KM86_Main.4/1-220 - - - - -
3R2Q|A_B3HZI4_Main.9_NO_DSBR/1-202 - - - - -
A9CJG4_Main.9/1-19¢ - - - - -
2R4V|A_O15247_Main.10_NO_DSBR/1-226 - - - - -
Q8LE52_Main.10/1-258 - - - - -
Q9FRL8_Main.10/1-213 - - - - -
Q9FWR4_Main.10/1-213 - - - - -
Q88LB2_Main.14/1-19%9 - - - - -
Q129E0_Main.14/1-230 - - - - -
A9CKF2_Main.15/1-230 = - - - -
2YCD|A_A9CFJ9_Main.25/1-213 - - - - -
B8H2E2_Main.25/1-2177 - - - - -
B7UV05_Main/1-220 - - - - -
1G70|A_B3BP81_R4.1/1-215 - - - - -
Dows58 R4.1/1-213 - - - - -

3PPU|A_YqjG_B3vQJ7_Xi.1/1-314 - - - - -
3R3E|A_C4ZR18_Xi.1/1-308 304RDVRF
Cc7GXD4_xi1/1-37z0 - - -
P48239_Xi.1/1-3%6¢ - - - - -
Q04806_Xi.1/1-36¢6 - - - - -
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