Figure S1. Alignment of translated protein sequences from known orthologoues of five trichome regulatory genes
(GL1, GL2, EGL3, TTG1, TRY) in the Brassicas and Arabidopsis
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B.oleracea (662) IAGHDPSNIQILPEGFSIIPDGVESRGLVISSAQE - DENEQGGSLLTRLALQTLMNGSP
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B.rapa (719) AAKLNMESVESVTNLVSVTLHNIKRCLQIEDC
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YR PRMFGEGTEAF PTTS TSEMEEQEBEBRDHDSEF INGGGASHVOSWOFVGE ERESNCIEH QIENEN S
Y IPVFGETEAFPTTSTESVYEQEPDDHDSEF INGGGASQVOSWOFVGEELSNCLHQPLNS
Section 6

(286)

A.thaliana (286)
B.cleracea-1 (261)
B.oleracea-2 (286)
B.rapa-1 (285)
B.rapa-2 (286)
B.villosa-1 (285)
B.villosa-2 (285)
Consensus (286)

286 300 310 320 330 342

.JDCRF’._;QTFV"_'—TT[JR- - D PRKS.IQRLQQIQEQ.JN—]VNMDDDVHYQG"UISTIE‘KTT
SDCVSOQTFEFVG-EBTGRESCIEHEPRKSESORLGOTOQEQSNEMNMDDDVHYQGVISTIFETHE
SDCvSQTFVGGTTGR?SCNPRKS.PQRLGQIQEQSNR.NMDDDVHYQGvISTIFKTT
SDCVESOQTEFVG-EBTGCGRMSICIGPEKSESORLGOIQEQSNEMNMDDDVHYQOGVISTIFKTE
SDcvSQTFVGGTTGRVSCNPRKS.PQRLGQIQEQSNR.NMDDDVHYQG?ISTIFKTR
SDCVSQOTFEFVG-EBTGRAMSICEPEKSESORLGOTITQEOSNEMNMDDDVHYQGVISTIFEKTE
SDCVSOTEFVG-EBTGRESCEHEPREKSESORLGOTIQEQSNEMNMDDDVHYQGVISTIFETHE
SDCVSQTFVG ATGRVSCGPRESESQRLGOIQEQSNEVNMDDDVHYQGWVISTIFEFETT

Section 7

(343) 343 350 360 370 380 399

A.thaliana (342) EQLELGPQFONEDKRSSFTRWRRESS - - VKELGERKSOKMIKKIBFEVEPLMN —— — — — —

B.oleracea-1 (317) EQLVLGPQFHNLDKRSSEFTRWRRSSSSSAKSLGEKSQNMLEKIVEFEVE — — — — — HQ

B.oleracea-2 (343) HQLVLGPQFONEDKRSSFTOWRRLPLS - AKELGEKSONMLKKIVFEVPRMHEQKEMLP

B.rapa-1(341) EQLELGPQFHNFDKRSSFTRWRRSESSS - AKSLGEKSQNMLEKKIVEEVP — — — — - HQ

B.rapa-2 (343) HQLWLGPQFQONEDKRSSFTRWRRLSLS - AKELGEKSOSMLEKIVFEVPRMHQKEML L

B.villosa-1 (341) EQLVLGPQFHNLDKRSSFTRWRRSSSSSsAKSLGEKSQNMLEKKIVEEVE — — — — — HQ

B.villosa-2 (341) EQLVLGPQFHNLDERSESETRWRRSSS8S - —— —————————————————— —— — — —— S——
Consensus (343) HQLVLGPQFHNFDKRSSFTRWRRSS3S AKSLGEKSQNMLEKKIVFEEVP M

- Section 8

(400) 400 410 Helix-Loop-Helix I%I%A binding Domain %%3 A87) 440 456

A.thaliana (391)
B.cleracea-1 (369)
B.oleracea-2 (399)

B.rapa-1 (392)
B.rapa-2 (399)

B.villosa-1 (393)

B.villosa-2 (369)

Consensus (400)

LLFPDT P.ET.NHHLSE.KRREKLN.RFMTLRS ITPSISKIDEVSILDDTTIT
DSGYEVGDE TANHATLSERKREEEKELNDRFMTLRSMTIPSISKIDEKVSILDDTTI

—DTF DNM.KVGDET.NHHLSERKCREKLNDRFMTLRS TPLISKIDEVSILDDTT
KDTPEDSGYKVGDE TANHAL SERKREEKLNDREFMTLESMIPSISKIDKVSILDDTI
FDTP DNM.K.GDET.NHRLSERKRREKLNDRFMTLRS ITPSISKIDEVSILDDTT
KDTPEDEGYEVGDETANHATL SERKREEKLNDEFMTLESMTIPSISKIDEKVSILDDTTI

DSGYKVGEGDETANHALSERKRREE — — — — — — — — — — — —— — — — — — — — — — — — — — — K
DSGYKVGDETANHALSERKRREKLNDRFMTLRSITPSISKIDKVSILDDTT

EGL3 orthologues and gene copies




EGL3 Helix-Loop-Helix DNA binding Domain (403-487) Section 9
(457) 457 470 480 490 500 513

A.thaliana (446)
B.oleracea-1 (426)
B.oleracea-2 (455)

B.rapa-1 (449)
B.rapa-2 (456)
B.villosa-1 (450)

Consensus (45?) YLOELOQREVOQELESCRES DTEMEMAME RKEPD EDE ASANCLN EEREKE VG
Section 10
(514) 514 520 530 540 550 60 570

A.thaliana (503)
B.oleracea-1 (480)
B.oleracea-2 (511)

B.rapa-1 (503)
B.rapa-2 (512)
B.villosa-1 (504)
B.illosa-2(422) -~ - - ——--—-"""""""""“"“"~"~"~"—~"—"—~—~"——~—(———— =} ————
Consensus (514) EDEPAD TGYAGLTDNLRIGSFGNEVVIELRCAWREGILLEIMDVISDLNLDSHSVQ

Section 11
(574)57¢ /80 /O 608
A.thaliana (559)
B.oleracea-1 (536)
B.oleracea-2 (567)
B.rapa-1 (559)
B.rapa-2 (569)
B.villosa-1 (560)
B.villosa-2 (422)
Consensus (5?1) SOTGDGLLCLTVNCEHEGTKIATTGMIQDALQRVAWIC
EGL3 orthologues and gene copies




Section 1

TTG-1 (1) 1 10 0 30 40 57
A.thaliana (1)
B.napus-1 (1)
B.napus-2 (1)
B.napus-3 (1)
B.napus-4 (1)
B.napus-5 (1)
B.napus-6 (1)

B.oleracea-1 (1)
B.oleracea-2 (1)

B.rapa (1)
B.villosa (1)
Consensus (1) MDN?HPDSLPRSETHVTYDSPYPLYHMSFSSS THRIAVGSFLEDYNNRIDIILS
i Section 2
(58) 58 70 80 90 100 114

A.thaliana (58) N ME
B.napus-1 (54) ME
B.napus-2 (54) ME
B.napus-3 (54) ME
B.napus-4 (54) ME
B.napus-5 (54) ME
B.napus-6 (54) MFESPPSLE
B.ocleracea-1 (54) MEFSPPSLR DLLASSGDFL
B.oleracea-2 mim ------------"-" """ -"—-———— —— — — MFEFIPPSLRLPSE-DLLASSGDFLRFLE
B.rapa (54) PPSLR DLLASSGDFL E
B.villosa (54) PPSLRRSS DLLESSGDFLE.E
Consensus (58) FDSDSMSLEKPLPSLSFEHPYPPTKLMFSPPSLERSGGGDLLASSGDFLRLWEVNEDS
Section 3

PPSLE
PPSLR
PPSLR
PPSLR
PPSLR
PPSLER

P33

DLLASSGDFEFL
DLLASSGDFEL
DLLASSGDFEL
DIL.TLASSGDE I
DIL.TLASSGDE I
DIL.TLASSGDE I
DIL.TLASSGDE I

E
K
K
E
E
E
E
E

115 120 130 140

(115)

A.thaliana (115)
B.napus-1 (111)
B.napus-2 (111)
B.napus-3 (111)
B.napus-4 (111)
B.napus-5 (111)
B.napus-6 (111)
B.oleracea-1 (111)

1860 171
TTCTIWD VVEEQL
TTCTIWD VVEREQL
TTCTIWD VVEREEQL
TTCTIWD VVEREEQL
TTCTIWD VVEEEQL
TTCTIWD VVERQL
TTCTIWD VVERQL
TTCTIWD VVERBQL
B.oleracea-2 (32) ERQg—F—— — — — — =1 NLLELERHRERKRLRTCNIHTTCTIWD VVEAQL

B.rapa (111) TCEIBTTCTIWD VVEREQIL
B.villosa (111) ITCIIITTCTIWD vVEIQL
Consensus (115) SSAEPVESVLNNSKTSEFCAPLTSFDWNDVEPERLGTCSIDTTCTIWDVERSVVETQOL

TTG1 orthologues and gene copies
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Section 4

TTG-1 (172)
A.thaliana (172)
B.napus-1 (168)
B.napus-2 (168)
B.napus-3 (168)
B.napus-4 (168)
B.napus-5 (168)
B.napus-6 (168)

B.oleracea-1 (168)
B.oleracea-2 (82)
B.rapa (168)
B.villosa (168)

WD-401PE£8te|n (165-198)

=l

WN
WN
WN
WN
WN
WN
WN
WN
———————————————— RN VNLLOLERHRAEAT - -Q————N-——LRWN

(51 R [ R [ A
e o e e Y o e
00000000
il

HHHHHHHHHH H

Consensus (172)

(229)

A.thaliana (229)
B.napus-1 (225)
B.napus-2 (225)
B.napus-3 (225)
B.napus-4 (225)
B.napus-5 (225)
B.napus-6 (225)
B.oleracea-1 (225)
B.oleracea-2 (111)
B.rapa (225)
B.villosa (225)
Consensus (229\}\/

(286) 286

A.thaliana (286)
B.napus-1 (282)
B.napus-2 (282)
B.napus-3 (282)
B.napus-4 (282)
B.napus-5 (282)
B.napus-6 (282)
B.oleracea-1 (282)
B.oleracea-2 (146) — -
B.rapa (282)
B.villosa (282)
Consensus (286) D&

229 240
KOQEBLEREYMATILMDSN

KQ MATILMDSN
KQ MATILMDSN
KQ MATITMDSN
KQ MATITLMDSN
KQ MATILMDSN

MATITMDSN
MATILMDSN

MATITMDSN
MATILMDSN
KODLECMATILMDSNEVVILDIRSPTMPVAELERHOGSVNATAWAPQSCKHICSGGD

310 342343 356

ELPTEAGPNGIDPMSVYSAGSEIN
ELPTMAGPNGIDPEMSVYSAGSEIN
ELPTMAGPNGIDPMSVYSAGSEIN
ELPTMAGPNGIDPMSVYSAGSEIN
ELPTMAGPNGIDPMSVYSAGSEIN
ELPTMAGPNGIDPMSVYSAGSEIN
ELPTMAGPNGIDPMISVYSAGSEIN
ELPTMAGPNGIDPEMSVYSAGSEIN
—-CFQELPTEMAGPNGIDPMSVY SAGSEINSCSCLVRCLTG LFLVEKCESSLKFE LWIARIGFMLARRH
ELPTMAGPNGIDPMSVYSAGSEIN F K] L —_——— = ——
ELPTMAGPNGIDPEMSVYSAGSEIN F K| L - = ——
ELPTMAGPNGIDPMSVYSAGSEINQLOWSASLPDWIGIAFANKMQLLRWV
TTG1 orthologues and gene copies
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TRY

A.thaliana
B.napus
B.cleracea-1
B.cleracea-2
B.ocleracea-3
B.rapa-1
B.rapa-2
B.rapa-3
B.villosa-1
B.villosa-2
Consensus

Section 2

R3 MYB_DNA bindin%Domain (86-125)
(58) 58 90 100 114

A.thaliana (5)
B.napus (5)
B.oleracea-1 (5) I

OCEEDETERMEMERET.VGDE
QEEDERTERMERT.VGDER
QEEDET IT.RMERTLVGDER

B.oleracea-2 (5) QEEDLICRMERLVGDR
B.oleracea-3 (58) LPLRALVENNANEHAVLE QEEDLIERMBERLVGDR
Brapa-l (ISmmeee e - - - - — — = — = — — — — — — — — == QEEDEMI LRMERLVGDER

ILRMERLVGDR
ICRMERLVGDR— —— — —— — — — —

B.rapa-2 (1) - - - - - - -\ -\ -\ -\ -\ -\ =" —"—"—"—"—"—"— —— — — — — QQEED
B.rapa-3 (5) QEED
B.villosa-1  (5) QEED IIRM RLVGDR
Buillesa-2 (ll—mm—m———— — — — — — — — — — — — — — — — == ' QEEDREIERMBELVGDE
Consensus (58) DRERRRRKQ KVTLHDSEEVSSIEWEFINMIEQOEEDIT ITFREMVET DE

Section 3

R3 I\ﬁ(l%SE))Nﬁlgndmg [%%raam (86-125) 160

A.thaliana (62)
B.napus (62)
B.oleracea-1 (62)
B.oleracea-2 (62)
B.oleracea-3 (115)
B.rapa-1 (30)
Brapa-2 (30)|REAVE I E R YN M N T L L e S S e e o — — — — — — —
Brapa-3 B2foo-o----- - - 4- - —" """ " —"—-"—-"—"—"—" - -~ - - —~— -« —~ — — — — — — —— — — — — _
B.villosa-1 (62)
B.villosa-2 (30)
Consensus (1 15) ROPEEIFREYWIMENSDGFAEKRROQILHHSSSHEK TEKPHR P%FS IYPS

TRY orthologues and gene copies




