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Supplementary figure 1. The fit of the multivariate model (solid line)to the C 1s spectra

(dotted line) at different pH-values in figure 4a) Blue represents peptide, red represents
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sugar (teichoic and teichuronic acids) and green represents lipid (lipoteichoic acids)

component in the spectra. (Please note that the binding energy scale is in increasing eV)
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Supplementary Figure 2. Fit between data (dotted line) and multivariate model (solid line)
for bacterial samples exposed to Zn(I1) (data in Figure 6a). Blue represents peptide, red

represents sugar (teichoic and teichuronic acids) and green represents lipid (lipoteichoic

acids) component in the spectra.
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