
Supplementary Table III. Plasmids used in this study 

Name Characteristics/expression product Source 
p426-ADH 2µm URA3 ADH prom (Mumber

g et al, 
1995) 

pUBP3-6His wt 2µm URA3 ADH-UBP3-6His (Cohen et 
al, 2003) 

pUBP3-6His C469A 2µm URA3 ADH-UBP3-6His C469A (Cohen et 
al, 2003) 

pRS416-SIK1-RFP CEN URA3 SIK1-mRFP (Sung & 
Huh, 
2007) 

pGFP-Ubc9ts 2µm URA3 GAL::GFP-UBC9ts  (Kaganovi
ch et al, 
2008) 

pGFP-Ubc9ts NLS-tdTomato 2µm URA3 GAL::GFP-UBC9ts NLS-tdTomato  (Kaganovi
ch et al, 
2008) 

yEP352 2µm URA3  (Hill et al, 
1986) 

pPDE2 ctrl 2µm PDE2 URA3 (Wilson & 
Tatchell, 
1988) 

pΔssCL*myc CEN URA3 PRC1 prom-∆ssCPY*LEU2myc (Eisele & 
Wolf, 
2008) 

pPGAL::GFP-HSP104 CEN HIS3 PGAL::GFP-HSP104 (Tkach & 
Glover, 
2004) 

pCA837 CEN HIS3 PGPD-FLUC-EGFP (Gowda et 
al, 2013) 

pssCG* CEN URA3 PRC1 prom-∆ssCPY*GFP (Medicher
la et al, 
2004) 
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