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Figure S2. (a) gPCR validation of KEAP1, NRF2 and HMOX1 after
BRD4 knock down. B-tubulin was used as reference gene in qPCR
analyses. The results represent the averages of three independent
experiments. (b) Spearman correlation of the mRNA-Seq data with
gPCR validations of differentially expressed genes after Brd4 knock

down.



