Table S4

Data for spot 5 showing idenified sequence (highlighted in yellow) and a table showing identified peptides and associated ion statistics.

Modifications are shown in green: C, i M, oxidation; Q, Note that not all cycteine residues are colored green although
all have been converted to carboxymethyt amino cysteine. Modification of cysteine was defined in different Mascot searches as both a fixed and a variable
modification in the database searching software. The resultis that not all cysteine residues were color coded by the analysis software.

HB1139T23N_Atter (100%, |, 33.628.8 D2

ASH cleovage

1 peptides, 21 159/295 amino x¢ids (54% coverage)

SCISGLERPW 00OPLPPGOS FSOOPPFSOR QOOPLPOOPS FSRRRPPFSQ

QOF|LSOOPP FSOQGOPVLP COSPFSOOCC LVLPPGOOOO OLVOOOIPIV

opsvLBoLNP EBIKVFLOOOCS PVAMPORLAR SGMWOGSSCH YMGQOCCOOL

CQOIPEQCSRYE AIRAIIYS || LOEQQOGFYO FOOQQFOOSG 0GVSQS00OS

QOOLGACSFQ OFPOQQLGOOP 0OCQROOVLE GTFLOPHOIA HWLEAVTSIAL

RTLPTMES VN VPLYSATISY FrGVGTGYGA THHHKHHDYK 0BDDK

Pepiide Amino Acid _Pepiide Mascot X! Tandem Number of ideniified “+1HPepiide __Pepiide
Sequence Prior Next _Probability lon Score Identity Score Delta ion Score og(e) score  +1Hspectra_+2H spectra_+3H spectra_+4H spectra Mass (AMU) _ Start index

SCISGLERPW - Q 0,997 502 a2 316 428 2 1204, 1
SCISGLERPWQQQPLPPQQSF - s 097 93 2 248321 1
QQQPLPPQQSF wos 0,996 23 23 303 34 1 120765 1
VLPPQQOQQQL LoV 0,097 3o 126 314 4 2 130671 82
VLPPQQOQQQLVQQRIPIVQPSVL L Q 097 644 644 262 238 2 273654 8
VQQQIPIVQPSVL LoQ 097 522 75 312 419 3 144885 9
VQQQIPIVQPSVLQQLNPCKVF [ 097 737 2 2563,41 0
QIPIVQPSVLQQLNPCKVF Q L 0.997 557 1 220822 %
QQLNPCKVF P 0.9 624 4 111655 106
LQQQCSPVAMPQ PR 0914 285 1 1386,65 115
QQIPEQSRY LoE 0.997 579 a4 317 1 114857 151

IRAITY vos 0985 w97 132 27 3 948,55 160
EAIRAIIYSIILQEQQQGF YooV 0,997 15 2 220,20 160
SILQEQQQGF YooV 0,997 806 691 23 56 4 129067 168
VQPQQQQPQRSGQGVSQSQAQQ s 0,983 433 1 232310 179
LQPHQIANLEAVTSIALRTLPTMCSY  F N 0956 331 1 288653 234
RTLPTMCSVNVPL Loy 0.997 55 2 32 109 3 1487.77 251
HHHHHHDYKDDDD v 0,997 977 3 170766 282
HHHHHHDYKDDDDK v 0.997 6.9 6.9 201 624 2 183576 282



