
Supplemental Table 1. Primers used for qRT-PCR analysis.  1 

 2 

Supplemental Figure 1. Characterization of mRNA levels of Notch family members in the pituitary 3 

during early postnatal development. mRNA levels of Notch ligands (A), receptors (B) and targets (C) 4 

were measured at e16.5, p1, p5, p10 and p21 and were compared to levels found in adult pituitaries. *:p< 5 

0.05, significantly increased compared to adult control. #:p< 0.05, significantly decreased compared to 6 

adult control and n=4. 7 

 8 

Supplemental Figure 2. Foxg1 Cre mice do not display altered pituitary development or ability to 9 

influence hypothalamic Ghrh neuron number. Gh mRNA levels in whole pituitaries of p1 mice with and 10 

without a Cre transgene were similar (A). Ghrh mRNA expression is similar in the arcuate nucleus 11 

between control (B) and cKO (C) mice at p1. Photos taken at 200x. Scale bars: 50μm. n=3 (in situ 12 

hybridization) and n=5-8 (qRT-PCR). 13 

 1 








	ME-13-1425 Supplemental Figure Legends
	ME-13-1425 FigureS1
	ME-13-1425 FigureS2
	ME-13-1425 TableS1

