Homo sapiens MRSTGS0ASDITET FEFFNDGEPP TEEFRFLLESLETEEFRELVIVIGTE 50
Rattus norvegicus MASTGEQASDITFT FEFFNDEEPP TEEPRFLLPSLETEEFRELVIVIGTE 50
Meleagris gallopavo MRSTVSLGEET ———- LIEDGHMPPREFIRELLESLETEFPRELVIVIGTS 45
Gallus gallus MRESTVSIGEET ———— LIEDGHPPRAFFPRELLESLETEEPRELVIVIGTS 45
Danio rerio HRSVVTVETEE-RP SPDSEDGDTHAEFRRFLLPSLETERADELVIVIGTE 45
Gasterosteus aculestus MASTVAVESEK -RPARDSODA DTN AKFFRELLESLETERRPELVIVIGTIG 45
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Homo sapiens ISAAVA POV PATKSWEGLIQALINARA TNFOLIENEE SEEFQECIHEDENL 100
Rattus norvegicus ISR VA POVPATKSWEGLI QALINAL TDFDLLENEE SKEFOECLHEDENL 100
Meleagris gallopavo ISAAVA ROV DATKSWEGLIQATINAA TNFILIENEE SKRFOECTHE YFHNL 35
Gallus gallus I5EAVAPOVPALESWEGLI QATINAL TDFDLLENEE SKRFOFCTHEYENL 35
Danio rerio VESAVA PV PATRSWEGLT JATINARNIF LI FERE SREFOESLOETENL 533
Gasterosteus aculestus VESAVADVPATRSWEGLI QALINARNIF DL IEEEE SREFOFHMOEDENL 53
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Homo sapiens VHVAHDLIQFLSPR--TSNVRSTF FEDCLYEVFODLESFMEDSGEOLLOS 148
Rattus norvegicus VHVRHDLIQFLSP-——————————————————————————————————— 13
Meleagris gallopavo VHVAHDLIQKLSPR—TSHVRESIFFEDCLYEVFDOLESEMEDSGEQLLOS 143
Gallus gallus VHVAHDLIQFLSPR—-TSNVRSTF FEDCLYEVEFODLESFMEDSGEOLLOS 143
Danio rerio VHVAHDLIQFLSP—-RTGNVRSTF FEDCLYEVEODLECEMENAGEHLLES 147
Gasterosteus aculeatus VHVAHDLIQFLSPEJRTENVR STF FEDCLYEVFODLECEMEHAGEHLLES 145
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Homo sapiens VIHLMENGALVLTTNFINLLE LY ANQCE QLESLOL TDEEEVLEWAQEER 158
Rattus norvegicus - —— —————VLEWRAJEFR 122
HMeleagris gallopavo VIHLMENGA TV ITTNFINLIELYR BHOGKHLESLOL TDEREVLEWAJEFR 153
Gallus gallus VIHLMENGALVLTTNFINLLELYRA BHOCKHLESLOL TDEEEVLERAQJEER 153
Danio rerio VLOLME SCATVITTNFINLLE TYA BHOGT FLESLOL TDEEEVLEWAJEER 157
Gasterosteus aculestus VIQLME SCATVLTTNFINLLE TYA BHOCTFLESLOL TDEEEVLEWAQEER 1535
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Homo sapiens KLSVIHTHEVY THR 56 TVLHP RGY JNVLENT EVMEE IQFLYENESFLFLG 248
Rattus norvegicus KLSVIHTHEVY THR 56 IVLHPACY QHNVLENT EVMEE IQFLYENESFLEFLG 172
Meleagris gallopavo QLSVLHTHEVY NP 56 IVLHPAGY ONVLENT EVHMEE IQELYENESFLFLE 243
Gallus gallus KLSVIHTHEVY THR 36 TVLHP AGY JHNVLENT EVMEE IQFLYENESFLFLG 243
Danio rerio RLEVIHTHEVY THP 3G IVLHPAGY QHNVLENT EVMEE IQFLYETESEFVELG 247
Gasterosteus aculestus RLEVIHTHEVY THR 56 TVLHP RGY JNVLRNT EVMEE IQFLYETESFUVFLG 245
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Homo sapiens CEWTVDLOTT FOALFLE AVEHE SOLEH FMLVRREOVDEFFELEENMLOKGT 258
Rattus norvegicus CEWTVDLITI FOALFLE AVEHE SOLEH FMLVRREOVDEFFELEENMLOEGT 222
Meleagris gallopavo CGWIVDLOTI FQALFLE AEEHE SILEHFMLVRREOVDEFEELEENMLOEGT 253
Gallus gallus CEWTVDLITT FOALFLE REKHE SILEHFMLVREREOVDEFFELEENMLOEGT 253
Danio rerio CERTVDLOTT FOALFLE AVEHE SILEH FMLVREEDVCEFFELEDNMLOKGT 257
Gasterosteus aculestus CERTVDLITT FOALFLE AVEHE SILEH FMLVRBEDVGEFEELEDMMLOEGT 255
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Homo sapiens EVISYGODY ADLPEYFERLTCEISTRGTSAGHVRESD———LNGS5ARHS- 344
Rattus norvegicus FEVISYCNDY ADLPEYFERLTCEISTREGRS AGMRREG]-—LHNGS5RAHE- 268
Meleagris gallopavo EVISYCIEY TDLPEYFCGRLASETR TRER-AEVIEECOO —LNGSRR AHT- 335
Gallus gallus FVISYGRIEY TDLPEYFGRLASETA TRGR-AGVPKEGD] —LHNGSARAHE- 335
Danio rerio EVISYGHEY ADLPE YFERLANEICHRINE RDMVTHEWG SPI SPEEESHNG 347
Gasterostens aculestus ENVISYGLOEY ADLPEYFERLANEICHR—————————————— 325
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----———-EIRGCST-—- 351
--—-———-EIRGCST-— 275
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FTTORNLLVERSRTIET 365

Fig. S1. Sequence alignment of Fam118B homologs in different species. The red line indicates the residues (190-232) of Fam118B,
which are necessary for its localization in Cajal Body. The green line shows a putative nucleolus localization signal based on a NoLS
detector (http://www.compbio.dundee.ac.uk/www-nod/).
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Fig. S2. Depletion of Fam118B decrease the protein levels of SmD1 and SmB. (A) Depletion of Fam118B did not affect the protein
level of coilin, SMN and most of Sm proteins but resulted in reduction in SmD1 and SmB. HeLa cells depleted of Fam118B or Coilin
were analyzed by Western blot with the indicated antibodies. (B) Quantification showed the amount of indicated target protein normal-
ized to control in control, Fam118B depleted and Coilin depleted cells, respectively (n=3 independent experiments).
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Fig. S3. Depletion of Fam118B reduces sSDMA modification of SmB and SmD?3. (A) HeLa cells that stably expressed SmD3 or
SmB fusion with HA-Flag tag were transfected with control or Fam118B siRNA. Ectopically expressed SmD3 or SmB protein was
immunoprecipitated by M2 beads and detected by anti-FLAG antibody. The SDMA modification of SmD3 or SmB was detected by
anti-SYM10 antibody. Unmodified SmE protein was detected with anti-SmE antibody. (B) Depletion of Fam118B does not influence
the initial assembly of the Sm core proteins. The lysate of HeLa cells treated with control or Fam118B siRNA were incubated with
anti-SmD?3 antibody and the presence of co-immunoprecipitated SmD1 and SmB was detected by their respective antibodies. (C)
Quantification showed the relative protein amount of indicated proteins co-immunoprecipitated with SmD3.



