Protein sequence for Dicer 1 from UCSC Browser. Consensus Sumo binding sites (determined with
SumoPlot) are shown in red. There are 128 lysines (K) in the Dicer protein.

GenBank: AAI50288.1

>gi| 152012889 |gb | AAI50288.1| Dicer 1, ribonuclease type Ill [Homo sapiens]
MKSPALQPLSMAGLQLMTPASSPMGPFEFGLPWQOQEATHDNIYTPRKYQVELLEAALDHNTIVCLNTGSGK
TEFIAVLLTKELSYQIRGDFSRNGKRTVFLVNSANQVAQQVSAVRTHSDLKVGEYSNLEVNASWTKERWNQ
EFTKHQVLIMTCYVALNVLKNGYLSLSDINLLVFDECHLAILDHPYREIMKLCENCPSCPRILGLTASIL
NGKCDPEELEEKIQKLEKILKSNAETATDLVVLDRYTSQPCEIVVDCGPFTDRSGLYERLLMELEEALNF
INDCNISVHSKERDSTLISKQILSDCRAVLVVLGPWCADKVAGMMVRELQKYEEEEQEELHRKFLLFTDT
FLRKIHALCEEHFSPASLDLKEVTPKVIKLLEILRKYKPYERQQFESVEWYNNRNQDNYVSWSDSEDDDE
DEEIEEKEKPETNFPSPFTNILCGIIFVERRYTAVVLNRLIKEAGKQDPELAYISSNFITGHGIGKNQPR
NKOMEAEFRKQEEVLRKFRAHETNLLTATSIVEEGVDIPKCNLVVRFDLPTEYRSYVQOSKGRARAPISNY
IMLADTDKIKSFEEDLKTYKAIEKILRNKCSKSVDTGETDIDPVMDDDDVFPPYVLRPDDGGPRVTINTA
IGHINRYCARLPSDPFTHLAPKCRTRELPDGTFYSTLYLPINSPLRASIVGPPMSCVRLAERVVALICCE
KLHKIGELDDHLMPVGKETVKYEEELDLHDEEETSVPGRPGSTKRRQCYPKATPECLRDSYPRPDQPCYL
YVIGMVLTTPLPDELNFRRRKLYPPEDTTRCFGILTAKPIPQIPHFPVYTRSGEVTISIELKKSGFMLSL
OMLELITRLHQYIFSHILRLEKPALEFKPTDADSAYCVLPLNVVNDSSTLDIDFKFMEDIEKSEARIGIP
STKYTKETPFVFKLEDYQDAVITPRYRNEFDQPHREFYVADVYTDLTPLSKFPSPEYETFAEYYKTKYNLDL
TNLNQPLLDVDHTSSRLNLLTPRHLNQKGKALPLSSAEKRK&gHESLQNKQILVPELCAIHPIPASLWRK
AVCLPSILYRLHCLLTAEELRAQTASDAGVGVRSLPADFRYPNLDFGWKKSIDSKSFISISNSSSAENDN
YCKHSTIVPENAAHQGANRTSSLENHDOMVNCRTLLSESPGKLHVEVSADLTAINGLSYNQNLANGSYD
LANRDFCQGNQLNYYKQEIPVQPTTSYSIQONLYSYENQPQPSDECTLLSNKYLDGNANKSTSDGSPVMAV
MPGTTDTIQVLKGRMDSEQSPSIGYSSRTLGPNPGLILOQALTLSNASDGEFNLERLEMLGDSFLKHAITTY
LFCTYPDAHEGRLSYMRSKKVSNCNLYRLGKKKGLPSRMVVSIFDPPVNWLPPGYVVNQDKSNTDKWEKD
EMTKDCMLANGKLDEDYEEEDEEEESLMWRAPKEEADYEDDFLEYDQEHTIRFIDNMLMGSGAFVKKISLS
PFSTTDSAYEWKMPKKSSLGSMPFSSDFEDEFDYSSWDAMCYLDPSKAVEEDDEVVGFWNPSEENCGVDTG
KQSISYDLHTEQCIADKSIADCVEALLGCYLTSCGERAAQLFLCSLGLKVLPVIKRTDREKALCPTRENEFE
NSQQOKNLSVSCAAASVASSRSSVLKDSEYGCLKIPPRCMEDHPDADKTLNHLISGFENFEKKINYRFKNK
AYLLOQAFTHASYHYNTITDCYQRLEFLGDAILDYLITKHLYEDPRQHSPGVLTDLRSALVNNTIFASLAV
KYDYHKYFKAVSPELFHVIDDEVQFQLEKNEMQGMDSELRRSEEDEEKEEDIEVPKAMGDIFESLAGATY
MDSGMSLETVWQVYYPMMRPLIEKFSANVPRSPVRELLEMEPETAKFSPAERTYDGKVRVTVEVVGKGKE
KGVGRSYRIAKSAAARRALRSLKANQPQVPNS

SumoPlot predictions for sumo sites




