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524900 1049800

524900 1049800

524900 1049800

524900 1049800
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524900 1049800 1574700

524900 1049800 1574700 2099600
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Forward strand 

Reverse strand 



524900 1049800 1574700

524900 1049800 1574700 2099600

524900 1049800 1574700 2099600

524900 1049800 1574700 2099600

524900 1049800 1574700 2099600 2624500 3149400

524900 1049800 1574700 2099600 2624500 3149400 3674300 4199200 4724100 5249000 5773900 6298800

524900 1049800 1574700 2099600 2624500 3149400 3674300 4199200 4724100 5249000 5773900 6298800 6823700 7348600

524900 1049800 1574700 2099600 2624500 3149400 3674300 4199200 4724100 5249000 5773900 6298800

524900 1049800 1574700 2099600 2624500 3149400 3674300 4199200 4724100 5249000 5773900 6298800 6823700

TgchrIa 

TgchrII 

TgchrIII 

TgchrIV 

TgchrV 

TgchrIX 

TgchrX 

TgchrXI 

TgchrXII 

* 

* 

TgTAS-like sequences 

Forward strand 

Reverse strand 
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Short sequences 
similar to TgTAS-like * 


