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Supplementary Figure S1 

Changes in body weight during experimental period (N = 8 in each group). 
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Supplementary Figure S2 

Insulin levels of P. gingivalis-administered and sham-administered mice. Fasting serum 

insulin level were determined by ELISA (N = 10 in each group). 
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Supplementary Figure S3 

Detection of P. gingivalis in the ileal samples of P. gingivalis-administered and sham-

administered mice. Representative 1.2% agarose gels showing the results of PCR 

amplification of DNA extracted from ileal samples for detection of P. gingivalis 16S rRNA. 



0

1

2

3

P
. 

g
in

g
iv

a
lis

 1
6

S
 r

R
N

A
 

/ 
U

n
iv

e
rs

a
l 
1

6
S

 r
R

N
A

 

Jejunum Ileum Colon 

Supplementary Figure S4 

Translocation of administered P. gingivalis in the intestinal tract. After a single 

administration of P. gingivalis, intestinal contents were recovered from the jejunum, ileum, 

and colon at 1, 3, and 16 hrs. Relative abundance of P. gingivalis-specific 16S rRNA gene 

to universal 16S rRNA genes are shown. 
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Supplementary Figure S5 

Detection of P. gingivalis-specific 16S rRNA gene (a) or universal 16S rRNA genes (b) in 

the blood samples of P. gingivalis-administered and sham-administered mice. After a 

single administration of P. gingivalis orally or intravenously (infraorbital vein), blood 

draws were taken from left ventricle of the heart at 0, 3, 12, and 24 hrs or 15 min, 

respectively. Representative results of one of the three independent experiments are shown. 

The number of PCR cycles is shown above lanes. 


