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Supplementary Figure 1: Far-UV CD spectrum of full length human aldolase C recorded under conditions

described in the text.
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Supplementary Figure 2: Time evolution SPR sensorgrams for the binding of 9F mAb with (A) full length

human aldolase C and with (B) peptide 85-102. SPR sensorgrams (dot lines) are reported with the corresponding fit
(solid lines), based on a 1:1 binding model. The sensorgrams were obtained at a contact time of 60 s, a dissociation time

of 180 s, a flow rate of 60 pL/min and at 9F mAb concentrations from 2 nM to 200 nM, as indicated.
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Supplementary Table S1. Cloning of human aldolase C full length protein and fragments in the

p3xFLAG CMYV 7.1 vector (Sigma E4026).

Aldolase C PCR MW of the
PROTEIN PRODUCT fusion Translation
REGION PRIMER PAIRS LENGTH protein (including the 3xFLAG peptide at
(clone (including and total the N-term)
name) primers) number of
aa residues
hAldoC 1-364 aa Kpn1
aa 5’ggggtacctcatATGCCTCACT 1116 bp 43 kDa MDYKDHDGDYKDHDIDYKDDDDKLE
1-364 CGTACC3’ FMPHSYPALSAEQKKELSDIALRIVAP
(Full length 390 aa GKGILAADESVGSMAKRLSQIGVENT
protein hAldoC 1-364aa Xba1 EENRRLYRQVLFSADDRVKKCIGGVI
or 5’tgctctagaTCAGTAGGCATG FFHETLYQKDDNGVPFVRTIQDKGIV
3xFLAG- GTTGGCAA3Z VGIKVDKGVVPLAGTDGETTTQGLD
AldoC) GLSERCAQYKKDGADFAKWRCVLKI
SERTPSALAILENANVLARYASICQQ
NGIVPIVEPEILPDGDHDLKRCQYVTE
KVLAAVYKALSDHHVYLEGTLLKPNM
VTPGHACPIKYTPEEIAMATVTALRRT
VPPAVPGVTFLSGGQSEEEASFNLN
AINRCPLPRPWALTFSYGRALQASAL
NAWRGQRDNAGAATEEFIKRAEVNG
LAAQGKYEGSGEDGGAAAQSLYIAN
HAY
hAldoC 1-100aa Hind3-EcoR1
aa 5’actaagcttgaattcATGCCTCAC 666 bp 26 kDa MDYKDHDGDYKDHDIDYKDDDDKLE
1-210 TCGTACCCAGCCCTTT3 FMPHSYPALSAEQKKELSDIALRIVAP
(clone 1) 236 aa GKGILAADESVGSMAKRLSQIGVENT
hAldoC 101-210aa Notl-Xbal EENRRLYRQVLFSADDRVKKCIGGVI
5’tgatctagaggcggccgcetcaCAA FFHETLYQKDDNGVPFVRTIQDKGIV
GACCTTCTCTGTAACATACT VGIKVDKGVVPLAGTDGETTTQGLD
GACA3’ GLSERCAQYKKDGADFAKWRCVLKI
SERTPSALAILENANVLARYASICQQ
NGIVPIVEPEILPDGDHDLKRCQYVTE
KVL
hAldoC 1-100aa Hind3-EcoR1
aa 5’actaagcttgaattcATGCCTCAC 336 bp 15 kDa MDYKDHDGDYKDHDIDYKDDDDKLE
1-100 TCGTACCCAGCCCTTT? FMPHSYPALSAEQKKELSDIALRIVAP
(clone 1A) | hAldoC 1-100aa Notl-Xbal 126 aa GKGILAADESVGSMAKRLSQIGVENT
5’tgatctagaggcggccgctcaATCC EENRRLYRQVLFSADDRVKKCIGGVI
TGGATGGTTCGGACGAAGG FFHETLYQKDDNGVPFVRTIQD
GAAY%
hAldoC 101-210aa Hind3-
aa EcoR1 366 bp 16 kDa MDYKDHDGDYKDHDIDYKDDDDKLE
101-210 5’actaagcttgaattcAAGGGCAT FKGIVVGIKVDKGVVPLAGTDGETTT
(clone 1B) | CGTCGTGGGCATCAAGGT3’ 136 aa QGLDGLSERCAQYKKDGADFAKWR

hAldoC 101-210aa Notl-Xbal
5’tgatctagaggcggccgcetcaCAA
GACCTTCTCTGTAACATACT
GACA3’

CVLKISERTPSALAILENANVLARYASI
CQQNGIVPIVEPEILPDGDHDLKRCQ
YVTEKVL




aa hAldoC 101-210aa Hind3- 636 bp 25 kDa MDYKDHDGDYKDHDIDYKDDDDKLE
101-300 EcoR1 FKGIVVGIKVDKGVVPLAGTDGETTT
(clone 2) 5’actaagcttgaattcAAGGGCAT 226 aa QGLDGLSERCAQYKKDGADFAKWR
CGTCGTGGGCATCAAGGTY CVLKISERTPSALAILENANVLARYASI
CQQNGIVPIVEPEILPDGDHDLKRCQ
hAldoC 210-300aa Notl-Xbal YVTEKVLAAVYKALSDHHVYLEGTLL
5’tgatctagaggcggccgctcaGAA KPNMVTPGHACPIKYTPEEIAMATVT
GGTAAGCGCCCAGGGTCG ALRRTVPPAVPGVTFLSGGQSEEEA
GGGAA3Y SFNLNAINRCPLPRPWALTF
hAldoC 210-300aa Hind3-
aa EcoR1 504 bp 20 kDa MDYKDHDGDYKDHDIDYKDDDDKLE
210-364 5’actaagcttgaattcGCTGCTGT FAAVYKALSDHHVYLEGTLLKPNMVT
(clone 3) GTACAAGGCCCTGAGTGA3Z’ 182 aa PGHACPIKYTPEEIAMATVTALRRTV

hAldoC 299-364aa Notl-Xbal
5’tgatctagaggcggccgc TCAGTA
GGCATGGTTGGCAATGTAG
A3’

PPAVPGVTFLSGGQSEEEASFNLNAI
NRCPLPRPWALTFTFSYGRALQASA
LNAWRGQRDNAGAATEEFIKRAEVN
GLAAQGKYEGSGEDGGAAAQSLYIA
NHAY




Supplementary Table S2. Cloning of human aldolase C peptides in the pEGFP-C2 expression vector

(Clontech, catalog n. 6083-1).

Aldolase C PRIMER PAIRS Recombinant product
peptidic
residues
(clone name)
AldoC 2-17s
aa 2-17 5TCGAGCGGGAGTGGGAGTGGACCTCACTCGTACCCAG
CCCTTTCTGCTGAGCAGAAGAAGGAGTTGTCTTGAG 3’ GFP-GSGSG-
(PEGFP-C2 | AldoC_2-17as PHSYPALSAEQKKELS
+Aldolase C | 5GATCCTCAAGACAACTCCTTCTTCTGCTCAGCAGAAAG
aa 2-17) GGCTGGGTACGAGTGAGGTCCACTCCCACTCCCGC &
AldoC _41-58s
aa 41-58 5TCGAGCGGGAGTGGGAGTGGAGCCAAGCGGCTGAGC
CAAATTGGGGTGGAAAACACAGAGGAGAACCGCCGGCT GFP-GSGSG-
(PEGFP-C2 | GTGAG3’ AKRLSQIGVENTEENRRL
+Aldolase C | AldoC 41-58as
aa 41-58) 5GATCCTCACAGCCGGCGGTTCTCCTCTGTGTTTTCCAC
CCCAATTTGGCTCAGCCGCTTGGCTCCACTCCCACTCCC
GC3’
AldoC_60-75s
aa 60-75 5TCGAGCGGGAGTGGGAGTGGACGCCAGGTCCTGTTC
AGTGCTGATGACCGTGTGAAAAAGTGCATTGGATGAGY GFP-GSGSG-
(PEGFP-C2 | AldoC _60-75as RQVLFSADDRVKKCIG
+Aldolase C | 5’GATCCTCATCCAATGCACTTTTTCACACGGTCATCAGC
aa 60-75) ACTGAACAGGACCTGGCGTCCACTCCCACTCCCGCY
AldoC_85-102s
aa 85-102 5TCGAGCGGGAGTGGGAGTGGATACCAGAAAGATGATA
ATGGTGTTCCCTTCGTCCGAACCATCCAGGATAAGGGCT GFP-GSGSG-
(PEGFP-C2 | GAGY YQKDDNGVPFVRTIQDKG
+Aldolase C | AldoC _85-102as
aa 85-102) 5GATCCTCAGCCCTTATCCTGGATGGTTCGGACGAAGG

GAACACCATTATCATCTTTCTGGTATCCACTCCCACTCCC
GC3
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