MS spectra of the identified phosphopeptides in Saccharopolyspora erythraea

Name: SACE_7106

Peptide PPL: EEPNRAATAYK
Netphos Bac score: 0.173
Netphos 2.0 score: 0.928
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Peptide PPL: QVYGEAGLDTDK
Netphos Bac score: 0.177
Netphos 2.0 score: 0.931
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Name:

SACE_0414

Peptide PPL: EIERIMQVLSR
Netphos Bac score: 0.465
Netphos V2.0 score: 0.057
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Peptide PPL.:

160 4
130
140
130 4
120
110 4
100 4

90

a0 1

Intensity

704

60 1

40 1

40 1

304

201

ESAVVAALRHR
Netphos Bac score: 0.534
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Name: SACE_2875

Peptides PPL: QQPVTAVVTGSLR

Netphos Bac score: N/A due to length of the protein
Netphos V2.0 score: N/A due to length of the protein
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Peptide PPL: HVGKVVLSVPR
Netphos Bac score: N/A due to length of the protein
Netphos V2.0 score: N/A due to length of the protein
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Peptide PPL: SGVALRPRANR
Netphos Bac score: N/A due to length of the protein
Netphos V2.0 score: N/A due to length of the protein
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Name: SACE_2947
Peptides PPL: GLNATSIR
Netphos Bac score: 0.344
Netphos V2.0 score: 0.030
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Name:

SACE_4140

Peptides PPL: ASVTASDR
Netphos Bac score: N/A due to length of the protein

Netphos V2.0 score: N/A due to length of the protein
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Peptide PPL.:

Netphos V2.0 score: N/A due to length of the protein

180

180

170

160

150

140

130

Intensity

o

1]

a0

40

a0

20

B0

SU 1UEI 12E| 1400 160 180 200 220 240 ZBU 280 3EIEI 32El 340 360 SBU 4UU 420 44U 460 480 SUU 520 54U SBU S60 600

DSSWAVQLEALSESRR
Netphos Bac score: N/A due to length of the protein
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Name: SACE_4355
Peptide PPL:
Netphos Bac score: 0.677

Netphos V2.0 score: 0.916
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Name: SACE 4561
Peptide PPL:  GTFSIDIGR
Netphos Bac score: 0.670
Netphos V2.0 score: 0.200
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Peptide PPL: GRESRIR
Netphos Bac score: 0.724
Netphos V2.0 score: 0.994
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Peptide PPL: IAVVGGSVAGLSSAILLAR
Netphos Bac score: (S@16) 0.346 and (S@17) 0.662
Netphos V2.0 score: (S@16) 0.009 and (S@17) 0.005

1284 ¥ Y3 S v Y7 g i1 12
a31 50

1184 4 b32||  he2 B3| | yThae 2 bR N (i1 5e2 1 243 hbfEEzd | b0 w2 113

1.0e4 1

903

803

7063
=
2
Ee0e |

5031 741 28

44 25

403

303

20631 83167 L7 oo 1349

55074 910,49 ) 1231 57
1.0e3 43629 B18.28 THH 84 75087 °| g
159,06 ; .
MB06 15108 o 8321 53130 S grady | odmag 101702 104485 - 118067 128559 | 1330.59
0 EiJ . | | il TR ’ B4 qs726m 174073
0.020 . L A vmib bl g v bl bl Iuhl\l\llnll“ln byl .Jnll “"l.' A ilu.ul.l "‘lP i1 alhl I“IL\Il L | L. L . |
0 100 200 300 400 500 600 700 500 00 1000 1100 1200 1300 1400 1500 1600 1700

miz, Da



Name: SACE_4761

Peptide PPL: VSVAPFSELARR
Netphos Bac score: 0.277

Netphos V2.0 score: 0.002
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Name: SACE_5311

Peptide PPL: TPVTGGTVWR
Netphos Bac score: 0.383
Netphos V2.0 score: 0.083
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Name: SACE_5463

Peptide PPL: ELSEESVLSR

Netphos Bac score: N/A due to length of the protein
Netphos V2.0 score: N/A due to length of the protein
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Peptide PPL: QVELPPYAASGAVGSGK
Netphos Bac score: N/A due to length of the protein
Netphos V2.0 score: N/A due to length of the protein

2400 " s
2300 ol b2 bse2| b3 IO | b11+25 bE|  yi5+2
2200
2100
2000
1900
1800
1700
1600
1500
1400
%1300
Emn
100
1000
a0
500
700
500
500 45126
a0 dhsos B10.31
300 2814 | 36519 ypnm B4R | 43 71838 T{3H|
200 w10 2817 I il ol

100 14712 g
L o ”IIHNIH“I
0 100 200 300 400 G 800 700

ik

a00

miz, Da

yd

yio

hE§TFE2 b

54133 s

i

800

A

"

87740

an3

895,

900
miz, Da

10

E00

101358

1000

A3

85T iz

1100

00

b2

1157[54
|

13

1235 68

1e058S

a00

106361
.

292 BB

L

1334 65 157564 17081
-
is

LT

L] 1000

yi4

1554 B2
1738.79

145585

E
15277 |,

150

1557.?2

1200

1300

1400 1500 1600 1700



Peptide PPL.:

RSGDEHPGAPVAR

Netphos Bac score: N/A due to length of the protein
Netphos V2.0 score: N/A due to length of the protein
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Peptide PPL.:
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Netphos Bac score: N/A due to length of the protein
Netphos V2.0 score: N/A due to length of the protein
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Name:
Peptide PPL.:
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SACE_5830

RLAPVPAPTAAEQTSPGGDHHVQAAK
Netphos Bac score: 0.103
Netphos V2.0 score: 0.719
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Peptide: LAPVPAPTAAEQTSPGGDHHVQAAK
Netphos Bac score: 0.103
Netphos V2.0 score: 0.719
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Peptide: AEADGMLSEARTKSEQLLSDAR

Netphos Bac score: 0.293
Netphos V2.0 score: 0.639
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Name: SACE 6340

Peptide PPL: VSASTVDISVKSR
Netphos Bac score: 0.391

Netphos V2.0 score: 0.993
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Name:
Peptide PPL:

SACE_7023

AIEATRVPK

Netphos Bac score: 0.309
Netphos V2.0 score: 0.273
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Peptide PPL.:
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SACE_4954
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200 300

Netphos Bac score: 0.374 (S) and 0.458 (T)
Netphos V2.0 score: 0.854 (S) and 0.821 (T)
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Name: SACE_3651
Peptide PPL.:
Netphos Bac score: 0.031

Netphos V2.0 score: 0.403
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Name: SACE_4291
Peptide PPL.:
Netphos Bac score: 0.305

Netphos V2.0 score: 0.990
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Name: SACE_6494
Peptide PPL:
Netphos Bac score: 0.515

Netphos V2.0 score: 0.940
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Name: SACE_2595
Peptide PPL.:

300
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Netphos Bac score: N/A due to length of the protein
Netphos V2.0 score: N/A due to length of the protein
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Name: SACE_5209

Peptide PPL: GRTVGATVVGAAGSAAKVEK
Netphos Bac score: 0.810

Netphos V2.0 score: 0.509
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Name: SACE 6451

Peptide PPL:  GTDSIGGAVSTWNR
Netphos Bac score: 0.146

Netphos V2.0 score: 0.046
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Name: SACE_3279
Peptide PPL:
Netphos Bac score: 0.470

Netphos V2.0 score: 0.340
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Name: SACE_6101
Peptide PPL.:
Netphos Bac score: 0.296

Netphos V2.0 score: 0.996
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Name: SACE_1524

Peptide PPL:  NEEITTGLAAIVEEVAGVDADDVTVDK
Netphos Bac score: 0.239 (T@5) and 0.297(T@6)

Netphos V2.0 score: 0.328 (T@5) and 0.249(T@6)
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Name: SACE 2043
Peptide PPL.:
Netphos Bac score: 0.529

Netphos V2.0 score: 0.992
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Name: SACE_6140

Peptide PPL: TSGDSPIVNALIDAAEAGK
Netphos Bac score: 0.656

Netphos V2.0 score: 0.992
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Name: SACE_3899

Peptide PPL: VSGTKHTAR

Netphos Bac score: 0.453

Netphos V2.0 score: 0.150
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Name: SACE_1099

Peptide PPL:  WGSGSTDLDDPIAAIR
Netphos Bac score: 0.453

Netphos V2.0 score: 0.177
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Name: SACE 1158

Peptide PPL: YDDVRAALADSR
Netphos Bac score: 0.432
Netphos V2.0 score: 0.027
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Name: SACE_1449
Peptide PPL: SLNYSMFDLAK
Netphos Bac score: 0.207
Netphos V2.0 score: 0.588
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Name: SACE 6280

S00

Peptide PPL: APSFDQLEGKTEMLETGIK

Netphos Bac score: 0.390
Netphos V2.0 score: 0.341
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Name: SACE 0774

Peptide PPL: DSPTLTAAAAFRTAIVPAAGLGTR
Netphos Bac score: 0.277

Netphos V2.0 score: 0.242
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Name: SACE_6945

Peptide PPL: TELVTVSTPGDR
Netphos Bac score: 0.260
Netphos V2.0 score: 0.013
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Name: SACE_6460

Peptide PPL: LELPGAMFTASHNPAEYNGIK

Netphos Bac score: 0.353
Netphos V2.0 score: 0.074
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Name: SACE 0114

300 400

Peptide PPL: LDADAVERLHATMR

Netphos Bac score: 0.218
Netphos V2.0 score: 0.712
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Name: SACE_4070

Peptide PPL: MPTGTVFLYHAQER
Netphos Bac score: 0.179

Netphos V2.0 score: 0.643
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Name: SACE 7356
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Peptide PPL: RVPPPPGRPPQAPPGEQPTENIPQHPGDR

Netphos Bac score: 0.154
Netphos V2.0 score: 0.038
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Peptide PPL: GIGEVYDGSSPR
Netphos Bac score: 0.620
Netphos V2.0 score: 0.055
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Name: SACE_5677

Peptide PPL: TNVEHVYAIGDVTGR
Netphos Bac score: 0.478

Netphos V2.0 score: 0.038
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Name:

SACE_6118

Peptide PPL: ALEGRTGERKLAELSEEDRKGLTDDRR
Netphos Bac score: 0.563
Netphos V2.0 score: 0.048
Netphos Bac score: 0.571
Netphos V2.0 score: 0.212
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Peptide PPL: KLTSALYNAK
Netphos Bac score: 0.546
Netphos V2.0 score: 0.011
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Name: SACE_7351

Peptide PPL: YELMVILDPSLDER

Netphos Bac score: 0.530
Netphos V2.0 score: 0.252
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Peptide PPL: LTFSTLSEIWYR

Netphos Bac score: 0.607
Netphos V2.0 score: 0.907
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Name: SACE_0195
Peptide PPL: LYLAKESR
Netphos Bac score: 0.240
Netphos V2.0 score: 0.322
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Peptide PPL: VISTPDVEVIAKAVR

Netphos Bac score: 0.507
Netphos V2.0 score: 0.963
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SACE_0461
Peptide PPL: SLAALPATTTAVISGR
Netphos Bac score: 0.241

Netphos V2.0 score: 0.581
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Peptide PPL: VSPVPEDYTWR
Netphos Bac score: 0.368

Netphos V2.0 score: 0.032
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Name: SACE_ 1406

Peptide PPL: GKSQEPETPVVEAAPAAEPEAK
Netphos Bac score: 0.634

Netphos V2.0 score: 0.997
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Peptide PPL: KGSGDDDSGTRDDDPPNTVVHVR
Netphos Bac score: 0.266
Netphos V2.0 score: 0.503
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Peptide PPL: KGSGDDDSGTRDDDPPNTVVHVR

Netphos Bac score: 0.266
Netphos V2.0 score: 0.503
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Name: SACE_3268
Peptide PPL: APARRPAASR
Netphos Bac score: 0.440
Netphos V2.0 score: 0.992
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Name: SACE_3448

Peptide PPL: HVAERHPLSLRMHTEER

Netphos Bac score: 0.507
Netphos V2.0 score: 0.965
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Name: SACE_3776
Peptide: DHSRAMRLSR
Netphos Bac score: 0.313
Netphos V2.0 score: 0.992

¥l
hZ h3

110 1
100 1
a0 .14
80
0+

E0q

Intensity

a0 2524035
21410
401

309

204

31208
15408 17812
.

32311
.
L1 RN

00

Labeeii]

B0

46225

‘?

o 800 900
miz, Da

Y2 w2

573
.

E5454

a74.25

53524

1000 1100 1200 1300

¥E

a43.49

947 52

84250

43050

G060 80779
767 47 80598 \l ‘
| L | |

1400

1500

113870
|

100 200 300

400

300 &00 ]
miz,Da

33

00 400 1000

1100



Name: SACE_4206

Peptide: GGTAPGLRGGDAAVAWR
Netphos Bac score: 0.419

Netphos V2.0 score: 0.242
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Name: SACE_4237

Peptide PPL: RAMAQTTVIVAGGATNK
Netphos Bac score: 0.176

Netphos V2.0 score: 0.510
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Name:

SACE_4660

Peptide PPL: GRPGASAATRER
Netphos Bac score: 0.627
Netphos V2.0 score: 0.022

o0
BE00
BN
£400
£200
B000
5800
800
5400
5200
5000
4800
4500
4400
4200
4000

3800

B 3500

L3400

3200
3000
2800
2500
2400
2200
2000
1500
1600
1400
1200
1000

00
B0
400
i

il

b2

21409

I

2

hd

35114

25206
-

1206
(]

B0S.81
~

5A7.50
~

464 23
L

1242

B54.80

73036
|

84346

Qa7 .52
942 50

0

Name:

100 200

SACE_5370

300

Peptide PPL: ASGGGRSTTDRSGR
Netphos Bac score: 0.601
Netphos V2.0 score: 0.986
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Name: SACE_5822

Peptide PPL: RYDAEADAPTPPVGLPLGAGAGR

Netphos Bac score: 0.210
Netphos V2.0 score: 0.153
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Name: SACE_5832
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Peptide PPL: AVTDTGSHFNLSK

Netphos Bac score: 0.315
Netphos V2.0 score: 0.140
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Name: SACE_6254

Peptide PPL: TTVHRRFASR

Netphos Bac score: 0.602

Netphos V2.0 score: 0.939
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Peptide PPL: MDRPVPPAGPPASPPASPQHPPSPPGGMPAQGGPR

Netphos Bac score: 0.467

Netphos V2.0 score: 0.974

2400
2300
2200
2000
2000
1900
1800
1700
1500
1500
1400
JRET
21200
£
1100
1000
a0
a0
700
500
500
400
300

200
100

18710
L T

26614 32318
. .
1 Lt

358,

v
hT

1042

451

|

S

o

58
27

¥

342 pl4+H

-73

63733

3T

-

N

yE !

1742 ] By 19+2

0z

Ga0j4z \88

957,

700

b1

103

T4

a6

a13.
|

2

1001 .4

]

2242

45

2
2342

109

108002

00

b13p5+2

122

g

h13

k]

400

1273 66
.

255 65
.

1000

w15

148270

1100

0

100

200

300

400

500

600

Too0

600 S00

miz, Da

37

1000

1100

1200

1300 1400

1500

1600



Peptide PPL:
Netphos Bac score: 0.467
Netphos V2.0 score: 0.974
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Netphos Bac score: 0.385
Netphos V2.0 score: 0.025
Netphos Bac score: 0.243
Netphos V2.0 score: 0.109
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Name:

SACE_6713

Peptide PPL: GLKLSGAGPRAR
Netphos Bac score: 0.266
Netphos V2.0 score: 0.580
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Peptide PPL: TGTTVFSRVTVVAPTTR
Netphos Bac score: 0.245

Netphos V2.0 score: 0.234

Netphos Bac score: 0.342

Netphos V2.0 score: 0.532
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Name:

SACE_7107

Peptide PPL: NGCGAPQQGTTTVAADTDQVVVTGK
Netphos Bac score: 0.131
Netphos V2.0 score: 0.419

1500

1400

1300

1200

1100

1000

Intensity
o o
= =
= =

=
=
=

g00

500

400

300

200

100

vl y2 ¥3 4 ¥

30947
40425

20413

v ¥ v ¥ falt

1242 [y 342 w1442 |yl 52

637 35
636 | 74158

T
B4TIE2

334.84

845.52’\
_

b15+2 202
a7213

it ]

855.44| 94526
‘,

10052
I i

1036156

¥l yl2 w13

115561

110604 120382

130273

1403 31

N
.

s

Name:

Peptide PPL: SDEDRDDSYDDGYDDYRR
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Netphos Bac score: 0.317
Netphos V2.0 score: 0.998
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Name:

SACE_7320

Peptide PPL: MPVDRPTPSRPESDAEKTMR
Netphos Bac score: 0.192
Netphos V2.0 score: 0.930
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SACE_6385
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Peptide PPL: SVIDDPTQPDPASVR
Netphos Bac score: 0.426
Netphos V2.0 score: 0.086
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Peptide PPL: AEPKPSPQEAAK
Netphos Bac score: 0.249
Netphos V2.0 score: 0.992
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Name: SACE 6838
Peptide PPL: EGGRTVGAGR
Netphos Bac score: 0.748
Netphos V2.0 score: 0.068
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Peptide PPL: HYAHVDAPGHADYVK
Netphos Bac score: not found
Netphos V2.0 score: 0.879
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SACE_6282
Peptide: RTGKVLSVPVGDDF
Netphos Bac score: 0.597
Netphos V2.0 score: 0.809
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Name:

SACE_2177

Peptide PPL: SDVDGVITER
Netphos Bac score: 0.680
Netphos V2.0 score: 0.904
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Peptide PPL: FITGGSMIEMVHIDR
Netphos Bac score: 0.390
Netphos V2.0 score: 0.844
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Peptide PPL: GLQTPDLSLLVDGLR
Netphos Bac score: 0.384
Netphos V2.0 score: 0.953
Netphos Bac score: 0.254
Netphos V2.0 score: 0.009

1500 1

1400 A

1300 A

1200 A

1100 q

1000 A

900 4

800 4

Intensity

700 4

600 1

500 4

400 4

300 4

200 4

100 4

h2+2

ae0g |
N

i

hZ

152.08

B2 ggser B2 30017 M9M g5
Il

¥3
55363
LT+2 Y2 !

4TR T

‘ 53025 ‘
L i fh

58631

655

86

¥ U]

75440

B39.42

T24.35 TT6.82 95351

| Loy ulfi\l

85551
1y

0

Name:

100

SACE_3842

200

Peptide: ELSDKDVALDR
Netphos Bac score: 0.461
Netphos V2.0 score: 0.996
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Name: SACE_0302

Peptide PPL: FSSVAGELGSPDTWR
Netphos Bac score: 0.579

Netphos V2.0 score: 0.141

Netphos Bac score: 0.302

Netphos V2.0 score: 0.170
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Name: SACE 2103

Peptide: NAVAAGLASRIEVQVAYAIGAAAP
Netphos Bac score: 0.466

Netphos V2.0 score: 0.117
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Name: SACE_0033

Peptide PPL: ATGMSRKQLAK
Netphos Bac score: 0.178
Netphos V2.0 score: 0.193
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Name: SACE 0453

Peptide PPL: PRTCTALVGVTAAAL
Netphos Bac score: 0.210

Netphos V2.0 score: 0.322
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Name: SACE_2279

Peptide PPL: AAVEAVRPGVTAESIDAAAR

Netphos Bac score: 0.353
Netphos V2.0 score: 0.048
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Name: SACE_2671
Peptide PPL: TLLDSVPR
Netphos Bac score: 0.710
Netphos V2.0 score: 0.802
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Name: SACE_2969
Peptide PPL: RLPLDTLK
Netphos Bac score: 0.354
Netphos V2.0 score: 0.739
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Name: SACE_3064
Peptide PPL: LVAVLRTR
Netphos Bac score: 0.301
Netphos V2.0 score: 0.009
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Name:

SACE_3282

Peptide PPL: EVGSVRLGGITRR
Netphos Bac score: 0.658
Netphos V2.0 score: 0.242
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Name:

SACE_4061

Peptide PPL: VDRAGSAIEELLHAER
Netphos Bac score: 0.633
Netphos V2.0 score: 0.991
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Name: SACE_5439
Peptide PPL: TPAAEDPR
Netphos Bac score: 0.229
Netphos V2.0 score: 0.760
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Name: SACE 5483

Peptide PPL: LVNSGISLGAIR
Netphos Bac score: not determined
Netphos V2.0 score: not determined
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Peptide PPL:SIEVSLDVPHGR
Netphos Bac score: not determined
Netphos V2.0 score: not determined
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Peptide PPL:EAARFETQAAAAK
Netphos Bac score: not determined
Netphos V2.0 score: not determined
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SACE_6241
Peptide PPL: DAAVSQANDLSKQLESARSEIENLR
Netphos Bac score: 0.512

Netphos V2.0 score: 0.991
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SACE_6324
Peptide PPL: AGVTLNVKLGNKDTYWSDISK
Netphos Bac score: 0.234

Netphos V2.0 score: 0.050
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Name:

SACE_6155

Peptide PPL:: SGHIGGAGIDVYKTEPTTSSPLF
Netphos Bac score: 0.315
Netphos V2.0 score: 0.021
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Name: SACE_2160
Peptide PPL: ALLDRLSKR
Netphos Bac score: 0.538
Netphos V2.0 score: 0.997
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Name: SACE 7385
Peptide PPL: NTVTVDTDSFK
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Supplementary Figure Legend

Supplementary Figure 1 Heat-map indicating the different protein phosphorylation profiles observed across the S.
erythraea developmental cycle in bioreactor. Phosphorylation profiles are plotted as log-transformed ratios
(phosphorylated/unphosphorylated). Clustering analysis identified nine different phosphorylation profiles shown as 2D-
Plots. Phosphoproteins that increased in phosphorylation degree during the stationary phase are grouped in Clusters | and
VII; Phosphoproteins that decreased in phosphorylation degree after the metabolic switch are grouped in Clusters Il and
VII; Phosphoproteins with a dynamic phosphorylation degree during the metabolic switch are grouped in Cluster 1V.
Clusters 11 and V group proteins with constant phosphorylation degree across the fermentation
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