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Supplemental Figure3

X detector signal vs. X bead position, various Y slices

Y detector signal vs. Y bead position, various X slices
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Supplemental Figure4

A

only baseline signal observed

frictional force signal observed

-30
0

=)

o & o
> > o
T T T

Fraction Exhibting Signal
o
N

0.0F

5 10 15 20 25 30
Time (s)
®m PRC1-SC
B NuMA-tail Il

m EB1
fits to: 1-e™

N o ©
S S S
n n n

Percentage of interactions
with exactly N proteins

N}
S
n

IS
T

Force (pN)

7
Protein Concentration (nM)

TTTITINTT
E R U SN

20 40 60 80
Percentage of beads exhibiting signal

(Nd) 30J0:|

position

(microns)
b Ao s wd A
T

(_um/s)
o 3
—T

N
=
T

MT velocity MT

o

Time (s)

20

Force (pN)

b

g

v

Raw Data - NuUMA +MT
o After peak removal
algorithm applied

1 ]

1 1 1

0 5 10 15 20 25
l Time (s)

| b

W

-0 Raw Data - NuMA, no MT
°  After peak removal
51k algorithm applied
1 1 L 1 )
0 5 10 15 20 25

150

Probability

Probability

0.3

0.2

0.1

0.0

0.2

I Control NuMA beads - no MT
[ Data NuMA beads - with MT

T .

5 10 15 20 25 30
Peak Disruption Force (pN)

I Control PRC1 beads - no MT
I Data PRC1 beads - with MT

5 10 15 20 25
Peak Disruption Force (pN)

NuMA PRC1 2ol EB1
r Z 10t = 15f
e 5
> 2
o g 1.0F
3 S ost 5
0.5}
to +MT end to -MT end
:c ;TATre"i to-MT end to +MT end
o 41T on
0.0 ® A constantV method 0.0} ® A constantV method 0.0 ® A constantV method
00 25 50 7.5 100 125 00 25 50 75 100 00 25 50 75 100 125

Microtubule Velocity (micron/s)

Microtubule Velocity (micron/s)

Microtubule Velocity (micron/s)


http://www.editorialmanager.com/cell/download.aspx?id=1069304&guid=d3cddb8d-3a8b-4e49-8c3d-59f52f536679&scheme=1

Supplemental Figure5
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