Table S2. Parameters exclusive to the stochastic model

Name Initial value | Optimized value Range of Parameter
LH sampling description
kir1 0.22 0.3870 0.044-1.1 Translation rate of [Cln3]
kdm1 0.7 2.9459 0.14-3.5 mRNA degradation rate of [Cln3|
Mominl 1 5 0.2-5 Minimum number of mRNA molecules for [Cln3]
M flucl 1 1 - Magnitude of mRNA noise for [Cln3]
kiro 0.22 0.6166 0.044-1.1 Translation rate of [Bck2]
Kamo 0.7 0.6033 0.14-3.5 mRNA degradation rate of [Bck2]
Mmin2 4 17 0.8-20 Minimum number of mRNA molecules for [Bck2]
M fluc2 1 1 - Magnitude of mRNA noise for [Bck2]
kir3 0.22 0.0761 0.044-1.1 Translation rate of [Cln2]
kam3s 0.7 2.9502 0.14-3.5 mRNA degradation rate of [Cln2]
Momin3 1 2 0.2-5 Minimum number of mRNA molecules for [Cln2]
M fluc3 1 1 - Magnitude of mRNA noise for [Cln2]
kira 0.22 0.2024 0.044-1.1 Translation rate of [CKIp
kdma 0.7 1.4652 0.14-3.5 mRNA degradation rate of [CKI|
Moymind 4 1 0.8-20 Minimum number of mRNA molecules for [CKI7|
M fluca 1 1 - Magnitude of mRNA noise for [CKIr]
kirs 0.22 0.6878 0.044-1.1 Translation rate of [Clb5]
kams 0.7 0.1975 0.14-3.5 mRNA degradation rate of [Clb5r]
Manin5 4 8 0.8-20 Minimum number of mRNA molecules for [Clb5r]
Mflyes 1 1 - Magnitude of mRNA noise for [Clb57]
kire 0.22 0.6974 0.044-1.1 Translation rate of [Clb27]
kame 0.7 1.6668 0.14-3.5 mRNA degradation rate of [Clb27]
Mming 4 15 0.8-20 Minimum number of mRNA molecules for [Clb27]
M fluck 1 1 - Magnitude of mRNA noise for [Clb27]
kerr 0.22 0.8867 0.044-1.1 Translation rate of [Swib]
kamr 0.7 2.4182 0.14-3.5 mRNA degradation rate of [Swibr|
MominT 4 16 0.8-20 Minimum number of mRNA molecules for [Swi5r]
M fluct 1 1 - Magnitude of mRNA noise for [Swibp]
kirs 0.22 0.7344 0.044-1.1 Translation rate of [CDC207)
kams 0.7 3.4411 0.14-3.5 mRNA degradation rate of [CDC207]
Mming 4 6 0.8-20 Minimum number of mRNA molecules for [CDC207]
M flucs 1 1 - Magnitude of mRNA noise for [CDC207]
kiro 0.22 0.6737 0.044-1.1 Translation rate of [Pdsly]
kdmo 0.7 1.2706 0.14-3.5 mRNA degradation rate of [Pdsly]
Mming 4 9 0.8-20 Minimum number of mRNA molecules for [Pdsly]
M fluco 1 1 - Magnitude of mRNA noise for [Pdslr]
keri0 0.22 0.4258 0.044-1.1 Translation rate of [Poloy]
kdam10 0.7 0.1369 0.14-3.5 mRNA degradation rate of [Polor]
Mmin10 4 5 0.8-20 Minimum number of mRNA molecules for [Polor]
M fluclo 1 1 - Magnitude of mRNA noise for [Poloy]
Celn3 10 9.0957 5—-20 Characteristic concentration of Cln3
Chek2 10 16.3317 5-20 Characteristic concentration of Bck2
Cwhib 22 21.8688 11-44 Characteristic concentration of Whib
Csbf 22 21.8688 11-44 Characteristic concentration of SBF
Celn2 45 84.2260 22.5-90 Characteristic concentration of Cln2
Ceki 80 101.9969 40-160 Characteristic concentration of CKI
Celbs 80 101.9969 40-160 Characteristic concentration of Clbs
Celb2 80 101.9969 40-160 Characteristic concentration of Clb2
Cswib 57.5 50.4561 28.75-115 Characteristic concentration of Swis
Cede20 (Cmad2) 100 93.1338 50-200 Characteristic concentration of Cdc20 (Mad2)
Cedhl 100 59.4664 50-200 Characteristic concentration of Cdhl
Capcp 100 93.1338 50—200 Characteristic concentration of APCP
Cedeld 14 20.2049 7-28 Characteristic concentration of Cdcl4
Cnetl 14 20.2049 7-28 Characteristic concentration of Netl
Cppz 100 81.0649 50-200 Characteristic concentration of PPX
Cpdsl 3.3 2.3993 1.65-6.6 Characteristic concentration of Pdsl
Cespl 3.3 2.3993 1.65-6.6 Characteristic concentration of Espl
Cedels 8 8.7958 4-16 Characteristic concentration of Cdcl5
Ctem1 8 8.7958 4-16 Characteristic concentration of Tem1
Cmen 8 8.7958 4-16 Characteristic concentration of MEN
Cpolo 100 155.2614 50-200 Characteristic concentration of Polo
Cmeml 100 183.1687 50—200 Characteristic concentration of Mcm1
Cvol 28 28 - Characteristic volume (in femtoliters)




