
Table S2. Parameters exclusive to the stochastic model

Name Initial value Optimized value Range of Parameter
LH sampling description

ktr1 0.22 0.3870 0.044–1.1 Translation rate of [Cln3]
kdm1 0.7 2.9459 0.14–3.5 mRNA degradation rate of [Cln3]
mmin1 1 5 0.2–5 Minimum number of mRNA molecules for [Cln3]
mfluc1 1 1 - Magnitude of mRNA noise for [Cln3]
ktr2 0.22 0.6166 0.044–1.1 Translation rate of [Bck2]
kdm2 0.7 0.6033 0.14–3.5 mRNA degradation rate of [Bck2]
mmin2 4 17 0.8–20 Minimum number of mRNA molecules for [Bck2]
mfluc2 1 1 - Magnitude of mRNA noise for [Bck2]
ktr3 0.22 0.0761 0.044–1.1 Translation rate of [Cln2]
kdm3 0.7 2.9502 0.14–3.5 mRNA degradation rate of [Cln2]
mmin3 1 2 0.2–5 Minimum number of mRNA molecules for [Cln2]
mfluc3 1 1 - Magnitude of mRNA noise for [Cln2]
ktr4 0.22 0.2024 0.044–1.1 Translation rate of [CKIT ]
kdm4 0.7 1.4652 0.14–3.5 mRNA degradation rate of [CKIT ]
mmin4 4 1 0.8–20 Minimum number of mRNA molecules for [CKIT ]
mfluc4 1 1 - Magnitude of mRNA noise for [CKIT ]
ktr5 0.22 0.6878 0.044–1.1 Translation rate of [Clb5T ]
kdm5 0.7 0.1975 0.14-3.5 mRNA degradation rate of [Clb5T ]
mmin5 4 8 0.8–20 Minimum number of mRNA molecules for [Clb5T ]
mfluc5 1 1 - Magnitude of mRNA noise for [Clb5T ]
ktr6 0.22 0.6974 0.044–1.1 Translation rate of [Clb2T ]
kdm6 0.7 1.6668 0.14–3.5 mRNA degradation rate of [Clb2T ]
mmin6 4 15 0.8–20 Minimum number of mRNA molecules for [Clb2T ]
mfluc6 1 1 - Magnitude of mRNA noise for [Clb2T ]
ktr7 0.22 0.8867 0.044–1.1 Translation rate of [Swi5T ]
kdm7 0.7 2.4182 0.14–3.5 mRNA degradation rate of [Swi5T ]
mmin7 4 16 0.8–20 Minimum number of mRNA molecules for [Swi5T ]
mfluc7 1 1 - Magnitude of mRNA noise for [Swi5T ]
ktr8 0.22 0.7344 0.044–1.1 Translation rate of [CDC20T ]
kdm8 0.7 3.4411 0.14–3.5 mRNA degradation rate of [CDC20T ]
mmin8 4 6 0.8–20 Minimum number of mRNA molecules for [CDC20T ]
mfluc8 1 1 - Magnitude of mRNA noise for [CDC20T ]
ktr9 0.22 0.6737 0.044–1.1 Translation rate of [Pds1T ]
kdm9 0.7 1.2706 0.14–3.5 mRNA degradation rate of [Pds1T ]
mmin9 4 9 0.8–20 Minimum number of mRNA molecules for [Pds1T ]
mfluc9 1 1 - Magnitude of mRNA noise for [Pds1T ]
ktr10 0.22 0.4258 0.044–1.1 Translation rate of [PoloT ]
kdm10 0.7 0.1369 0.14–3.5 mRNA degradation rate of [PoloT ]
mmin10 4 5 0.8–20 Minimum number of mRNA molecules for [PoloT ]
mfluc10 1 1 - Magnitude of mRNA noise for [PoloT ]
ccln3 10 9.0957 5–20 Characteristic concentration of Cln3
cbck2 10 16.3317 5–20 Characteristic concentration of Bck2
cwhi5 22 21.8688 11–44 Characteristic concentration of Whi5
csbf 22 21.8688 11–44 Characteristic concentration of SBF
ccln2 45 84.2260 22.5–90 Characteristic concentration of Cln2
ccki 80 101.9969 40–160 Characteristic concentration of CKI
cclb5 80 101.9969 40–160 Characteristic concentration of Clb5
cclb2 80 101.9969 40–160 Characteristic concentration of Clb2
cswi5 57.5 50.4561 28.75–115 Characteristic concentration of Swi5

ccdc20 (cmad2) 100 93.1338 50–200 Characteristic concentration of Cdc20 (Mad2)
ccdh1 100 59.4664 50–200 Characteristic concentration of Cdh1
capcp 100 93.1338 50–200 Characteristic concentration of APCP
ccdc14 14 20.2049 7–28 Characteristic concentration of Cdc14
cnet1 14 20.2049 7–28 Characteristic concentration of Net1
cppx 100 81.0649 50–200 Characteristic concentration of PPX
cpds1 3.3 2.3993 1.65–6.6 Characteristic concentration of Pds1
cesp1 3.3 2.3993 1.65–6.6 Characteristic concentration of Esp1
ccdc15 8 8.7958 4–16 Characteristic concentration of Cdc15
ctem1 8 8.7958 4–16 Characteristic concentration of Tem1
cmen 8 8.7958 4–16 Characteristic concentration of MEN
cpolo 100 155.2614 50–200 Characteristic concentration of Polo
cmcm1 100 183.1687 50–200 Characteristic concentration of Mcm1
cvol 28 28 - Characteristic volume (in femtoliters)


