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Simulated FC between test and control = 1.3
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Simulated FC between test and control = 1.5
p=0.01
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Simulated FC between test and control = 2
p=0.01

29% -29% -29% -29% -29% -17% -17% -29% -29% -17% -17% -17% -17% -17% -17%

-34% -34% -34% -34% -34% -20% -34% -20% -20% -20% -20% -20% -20% -20% -20% -20% _D5% -25% -25% -25% -25%

-25% -25% -25% -25

o0
0% g
° 0,
20% 450
° 25% h )
19% 19% 160 oo \
13% g0,
22%  15%
% 20% 20% g
7 18% 179
° 16% b
18% 18% 17%
18% 18% g9,
7% 469
17% 18% 17% .
| TREAT, FC =2 R e
0 {TREAT,FC =2 6% 18% 179
17%  18%

1% 2% 3% 4% 5% 6% 7% 8% 9% 10% 11% 12% 13% 14% 15% 16% 17% 18% 19% 20% 21% 22% 23% 24% 25% 26% 27% 28% 29% 30% 31% 32% 33% 34% 35% 36% 37% 38% 39% 40%

% DE genes in simulated data




