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Sample 3

Condition 1
Condition 2
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header.sh
temp = /tmp
email = user@ngsane.com

bowtie = /bin/bowtie2
tophat = /bin/tophat
fastqc = /usr/bin/fastqc

bowtie_default_cpu = 32
...

TRIGGER.sh
preparejob
submission.sh jobsubmission.sh
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TASK3_con�g.txt

TASK1_con�g.txt
task = bowtie
input = Sample1, 
               Sample 2, 
               Sample 3,
cpus  = 16
memory = 512
�le_ext = .fastq
compressed = true
...
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