
Figure S6

Replication initiation less likely to occur at ENCODE marks not overlapping DNASE sites.  

The tag density of initiation sequencing reads around JunD, H3k4me2 and H3k9ac sites are much 

lower for sites not overlapping DNase sites (red) than those that do (black curve).  Plots are normalized 

to 1 at large distances. A value below 1, observed in the vicinity of all non-DNase overlapping marks, 

indicates suppression of replication initiation compared to the “average” genomic location.  


