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Figure S12
Background initiation probability does not affect the accuracy of model's predictions. DNA 

replication timing was predicted using DNase HS IPLS model as input for a range of background 

initiation probabilities (x-axis). In each case the average correlation with empirical data (y-axis) is only 

marginally affected. Error bars are standard error of the mean arising from averaging correlations 

across 22 autosomal chromosomes. 


