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Figure S3
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Figure legends for supplementary material

FIG S1. Comparison of amino acid sequences of bacterial tannases. TanAg; from
Staphylococcus lugdunensis, and TanA;, and TanBy, from Lactobacillus plantarum.
Multiple alignments were done using the program Clustal W2 after retrieval of
sequences from BLAST homology searches. Alignment of TanAg-TanBy, (A), TanAg-
TanAy, (B), and TanAg-TanBy,-TanAy, (C). Residues that are identical (*), conserved
() or semiconserved (.) in all sequences are indicated. Dashes indicated gaps introduced
to maximize similarities. The serine hydrolase conserved motif is highlighted in yellow;
residues of the catalytic triad identified in the structure of TanBy, are highlighted in
blue; and residues which make contacts with the three hydroxyl groups of gallic acid are

highlighted in pink color.

FIG S2. Comparison of amino acid sequences of TanBy, proteins from different L.
plantarum strains. Residues that are identical (*), conserved (:) or semiconserved (.) in
all sequences are indicated. Dashes indicated gaps introduced to maximize similarities.
The amino acid changes in relation to L. plantarum ATCC 14971" TanBy, sequence are

highlighted in colour.

FIG S3. Enzymatic activity of L. plantarum TanAy, protein. Esterase activity of
purified TanAy, protein compared with control reactions on which the enzyme was
omitted. HPLC chromatograms of TanAp, (50 pg) incubated in 50 mM phosphate
buffer pH 6, ImM CaCl,, and 1 mM of methyl gallate (A), ethyl gallate (B), propyl
gallate (C), lauryl gallate (D), ethyl protocatechuate (E), tannic acid (F), and

epigallocatechin gallate (G). The methyl gallate (MG), ethyl gallate (EG), propyl gallate



(PG), lauryl gallate (LG), ethyl protocatechuate (EP), tannic acid (TA), epigallocatechin
gallate (EGCQ), gallic acid (GA), and protocatechuic acid (PA) detected are indicated.

The chromatograms were recorded at 280 nm.





