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Supplementary Figure S4. Nucleotide sequences alignment of intron 3 of SalFAD3.LAl and
SalFAD3.LA2 genes in yellow mustard. The sequence of exon 3 was underlined in red while that of
exon 4 was underlined in green. The nucleotide sequence of inserted fragment in exon 3 of la® was
from position 31 to 615. The new intron splicing site GT in the inserted fragment in exon 3 of la' was
underlined in black. The nucleotides in blue rectangle indicated the inserted fragment that remained in
the CDS of exon 3 of la'. The nucleotides in black rectangle indicated the 5 bp direct repeat
(5’-AGAAC-3").



