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Brachyspira hyodysenteriae WA1
Brachyspira murdochii DSM 12563

Brachyspira pilosicoli 95/1000

Bifidobacterium animalis subsp. lactis BI-04

Bifidobacterium animalis subsp. lactis V9

Bifidobacterium dentium ATCC 27678

Bifidobacterium dentium ATCC 27679

Bifidobacterium dentium Bd1

Bifidobacterium angulatum DSM 20098

Bifidobacterium bifidum NCIMB 41171
ifidobacterium adolescentis L2-32

Bifidobacterium catenulatum DSM 16992

Bifidobacterium pseudocatenulatum DSM 20438

Bifidobacterium breve DSM 20213

Bifidobacterium longum infantis ATCC 55813

Bifidobacterium longum subsp. infantis ATCC 15697

Bifidobacterium longum subsp. infantis CCUG 52486

Bifidobacterium longum subsp. longum JI

Akkermansia muciniphila ATCC BAA-835

Clostridium phytofermentans ISDg

Bacteroides sp. 4_3_47FAA

Bacteroides vulgatus ATCC 8482

Bacteroides vulgatus PC510

Burkholderiales bacterium 1_1_47

Bacteroides dorei DSM 17855
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Bacteroides dorei 5_1_36/D4
Bacteroides sp. D4
Bacteroides sp. 3_1_33FAA
Bacteroides sp. D2
Bacteroides ovatus ATCC 8483
Bacteroides ovatus SD CMC 3f
Bacteroides sp. 3_1_23
Bacteroides sp. 2_2_4
Bacteroides sp. 1_1_14
Bacteroides thetaiotaomicron VPI-5482
Bacteroides fragilis YCH46
Bacteroides sp. 2_1_16
Bacteroides ovatus SD CC 2a
Bacteroides sp. 2_1_22
Bacteroides sp. D1
Bacteroides xylanisolvens SD CC 1b
Bacteroides sp. 3_2_5
Bacteroides cellulosilyticus DSM 14838
Bacteroides sp. 2_1_7
Bacteroides sp. 3_1_19
Bacteroides sp. 2_1_33B
Parabacteroides distasonis ATCC 8503
Bacteroides sp. 1_1_6
Bacteroides fragilis 638R
[\ Bacteroides fragilis 3_1_12
Bacteroides intestinalis DSM 17393
Bacteroides sp. 20_3
Parabacteroides sp. D13
HEREN [ BT o Anaerostipes caccae DSM 14662
Clostridiales bacterium 1_7_47FAA strain
Blautia hydrogenotrophica DSM 10507
Bryantella formatexigens DSM 14469
Clostridium bolteae ATCC BAA-613
Anaerotruncus colihominis DSM 17241
Erysipelotrichaceae bacterium 5_2_54FAA
Clostridium asparagiforme DSM 15981
Clostridium hathewayi DSM 13479
Eubacterium dolichum DSM 3991
Eubacterium siraeum DSM 15702
Catenibacterium mitsuokai DSM 15897
Clostridium spiroforme DSM 1552
Clostridium hylemonae DSM 15053
Acidaminococcus fermentans DSM 20731
Ethanoligenens harbinense YUAN-3
Clostridium difficile NAPO8
Clostridium leptum DSM 753
Eggerthella lenta DSM 2243
Clostridium methylpentosum DSM 5476
Holdemania filiformis DSM 12042
Eubacterium biforme DSM 3989
Bacteroides capillosus ATCC 29799
Subdoligranulum variabile DSM 15176
B Ruminococcus albus 8
Ruminococcus flavefaciens FD-1
Clostridium ramosum DSM 1402
Mollicutes bacterium D7
Clostridium bartlettii DSM 16795
Acidaminococcus sp. D21
Bacteroides finegoldii DSM 17565
Bacteroides caccae ATCC 43185
Bacteroides uniformis ATCC 8492
Bacteroides coprophilus DSM 18228
Bacteroides eggerthii DSM 20697
Bacteroides coprocola DSM 17136
Bacteroides plebeius DSM 17135
Bacteroides stercoris ATCC 43183
Parabacteroides johnsonii DSM 18315
B Alistipes putredinis DSM 17216
M Parabacteroides merdae ATCC 43184
Eubacterium rectale ATCC 33656
Eubacterium hallii DSM 3353
Clostridium saccharolyticum WM1
Butyrivibrio crossotus DSM 2876
Coprococcus eutactus ATCC 27759
Clostridium nexile DSM 1787
Bacteroides pectinophilus ATCC 43243
[ M Eubacterium eligens ATCC 27750
| Eubacterium ventriosum ATCC 27560
Clostridium sp. M62/1
Dorea formicigenerans ATCC 27755
Ruminococcus lactaris ATCC 29176
Ruminococcus torques ATCC 27756
Clostridium scindens ATCC 35704
[\ Coprococcus comes ATCC 27758
Clostridium sp. L2-50
Dorea longicatena DSM 13814
Clostridium sp. SS2/1
Ruminococcus obeum ATCC 29174
Ruminococcus sp. 5_1_39BFAA
Blautia hansenii DSM 20583
Ruminococcus gnavus ATCC 29149
Roseburia intestinalis L1-82
Roseburia inulinivorans DSM 16841
Faecalibacterium prausnitzii A2-165
Faecalibacterium prausnitzii M21/2
Anaerofustis stercorihominis DSM 17244
Clostridium difficile QCD-63q42
Clostridium difficile R20291
Lactobacillus ruminis ATCC 25644
Collinsella aerofaciens ATCC 25986
Collinsella intestinalis DSM 13280
Collinsella stercoris DSM 13279
[ | L] Pyramidobacter piscolens W5455
Slackia heliotrinireducens DSM 20476
Desulfovibrio desulfuricans subsp. desulfuricans str. ATCC 27774
Desulfovibrio piger ATCC 29098
Desulfovibrio sp. 3_1_syn3
Desulfovibrio vulgaris str. 'Miyazaki F'
Candidatus Azobacteroides pseudotrichonymphae genomovar. CFP2
Victivagr‘s vadensis ATCC BAA-548
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Clostridium difficile BI9
Clostridium cellulolyticum H10
Heliobacterium modesticaldum Ice1
Symbiobacterium thermophilum IAM 14863
Turicibacter sp. PC909
Dehalococcoides ethenogenes 195
[ | Alkaliphilus oremlandii OhILAs
Clostridium ljungdahlii ATCC 49587
Clostridium papyrosolvens DSM 2782
Clostridium thermocellum DSM 2360
Clostridium thermocellum JW20
Clostridium kluyveri DSM 555
Thermosinus carboxydivorans Nor1
Acholeplasma laidlawii PG-8A
Mycoplasma capricolum subsp. capricolum ATCC 27343
Mesoplasma florum L1
Oxalobacter formigenes HOXBLS
Oxalobacter formigenes OXCC13
Escherichia albertii TW07627
M Escherichia fergusonii ATCC 35469
Escherichia coli 83972
Escherichia coli MS 185-1
Escherichia coli MS 45-1
Escherichia coli MS 200-1
Escherichia coli IHE3034
WM Escherichia sp. 3_2_53FAA
W Escherichia coli 0150:H5 SE15
Escherichia coli 042
Escherichia coli FVEC1302
Escherichia coli FVEC1412
Escherichia coli MS 198-1
W Escherichia coli MS 21-1
Escherichia coli B354
Escherichia coli MS 69-1
Escherichia coli MS 116-1
Escherichia coli MS 196-1
Escherichia coli MS 175-1
Escherichia coli str. K-12 substr. MG1655
Escherichia coli MS 187-1
Escherichia coli MS 146-1
Escherichia sp. 1_1_43
Escherichia sp. 4_1_40B
Escherichia coli OP50
Escherichia coli MS 119-7
Escherichia coli 026:H11 str. 11368
Escherichia coli MS 115-1
Escherichia coli MS 182-1
Escherichia coli MS 124-1
Escherichia coli MS 84-1
Escherichia coli MS 78-1
Escherichia coli SE11
Escherichia coli BO88
Escherichia coli MS 107-1
Shigella sp. D9
Escherichia coli B185
Escherichia coli 055:H7 str. CB9615
B Escherichia coli 0157:H7 str. EC4024
B Shigella flexneri 2002017
Shigella sonnei Ss046
Shigella boydii CDC 3083-94
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Clostridium difficile complete genome, strain CF5
Lactobacillus casei str. Zhang
Lactobacillus paracasei ATCC 25302
[ | [ | M Lactobacillus casei BL23
Desulfitobacterium hafniense Y51
Moorella thermoacetica ATCC
Pelotomaculum thermopropionicum SI
Candidatus Desulforudis audaxviator MP104C
Thermosediminibacter oceani DSM 16646
Enterococcus faecalis TX0104
Candidatus Phytoplasma mali
Mycoplasma mobile 163K
Mycoplasma mycoides subsp. mycoides SC str. PG1
Chlorobaculum parvum NCIB 8327
Chlorobium tepidum TLS
Rhodothermus marinus DSM 4252
Robiginitalea biformata HTCC2501
Leuconostoc citreum KM20
Enterococcus faecalis R712
Enterococcus faecalis S613
Enterococcus faecalis AR01/DG
Enterococcus faecalis HH22
Enterococcus faecalis TX 0855
Enterococcus faecalis TX 0109
Enterococcus faecalis TX 2134
Enterococcus faecalis PC1.1
Enterococcus faecalis TX 0411
Enterococcus faecalis V583
Enterococcus faecium DO
Enterococcus faecium E1162
Enterococcus faecium E1039
Enterococcus faecium E1071
Enterococcus faecium E1636
Enterococcus faecium E1679
Enterococcus faecium U0317
Enterococcus faecium D344SRF
Enterococcus faecium E980
Enterococcus faecium TX1330
Enterococcus faecium PC4.1
Lactobacillus fermentum 28-3-CHN
Lactobacillus fermentum ATCC 14931
Lactobacillus fermentum CECT 5716
Lactobacillus fermentum IFO 3956
[ | M Klebsiella pneumoniae subsp. rhinoscleromatis ATCC 13884
Klebsiella sp. 1_1_55
M Klebsiella variicola At-22
Citrobacter sp.
Citrobacter youngae ATCC 29220
Citrobacter rodentium ICC168
Citrobacter koseri ATCC BAA-895
Enterobacter sp. 638
M Enterobacter cancero ATCC 35316
Cronobacter sakazakii ATCC BAA-894
Cronobacter turicensis
M Enterobacter cloacae subsp. cloacae ATCC 13047
Pediococcus acidilactici
Pediococcus acidilactici 7_4
Pediococcus acidilactici DSM 20284
[ | Salmonella enterica subsp. enterica serovar Choleraesuis str. SC-B67
Salmonella enterica subsp. arizonae serovar 62:z4,z23:--
Salmonella enterica subsp. enterica serovar Agona str. SL483
Salmonella enterica subsp. enterica serovar Dublin str. CT_02021853
Salmonella enterica subsp. enterica serovar Enteritidis str. P125109
Salmonella enterica subsp. enterica serovar Gallinarum str. 287/91
Salmonella enterica subsp. enterica serovar Hadar str. RI_05P066
Salmonella enterica subsp. enterica serovar Javiana str. GA_MM04042433
Salmonella enterica subsp. enterica serovar Paratyphi A str. ATCC 9150
Salmonella enterica subsp. enterica serovar Paratyphi B str. SPB7
Salmonella enterica subsp. enterica serovar Tennessee str. CDC07-0191
Salmonella enterica subsp. enterica serovar Typhimurium str. LT2
H Salmonella enterica subsp. enterica serovar Typhi str. M223
| | [ | Methanosphaera stadtmanae DSM 3091
| | Pseudomonas putida F1
M Lactobacillus paracasei subsp. paracasei 8700:2
[ | | | [ | Leuconostoc mesenteroides cremoris ATCC 19254
| | Oenococcus oeni AWRIB429
[ | Leuconostoc gasicomitatum LMG 18811
[ | Desulfovibrio desulfuricans G20
Desulfomicrobium baculatum DSM 4028
Desulfovibrio aespoeensis Aspo-2
Desulfovibrio magneticus RS-1
Desulfovibrio sp. FW1012B
Desulfovibrio vulgaris RCH1
Desulfovibrio vulgaris subsp. vulgaris DP4
Desulfovibrio vulgaris subsp. vulgaris str. Hildenborough
|| || | HE BN Providencia alcalifaciens Ban1 integrating conjugative element ICEPalban1
[ | Aerococcus viridans ATCC 11563
Lactobacillus sakei subsp. sakei 23K
Staphylococcus lugdunensis HKU09-01
Helicobacter acinonychis str. Sheeba
Helicobacter pylori 35A
Helicobacter pylori 51
Helicobacter pylori 52
Helicobacter pylori v225d
Helicobacter pylori 98-10
Helicobacter pylori B128
Helicobacter pylori B8
Helicobacter pylori HPKX_438_AGOC1
[ | [ | Acinetobacter johnsonii SH046
| | | | [ | | | | | Lactobacillus acidophilus ATCC 4796
| | | | Lactobacillus amylolyticus DSM 11664
| | Lactobacillus delbrueckii subsp. bulgaricus ATCC 11842
Lactobacillus delbrueckii subsp. bulgaricus PB2003/044-T3-4
Lactobacillus antri DSM 16041
Lactobacillus gasseri 202-4
Lactobacillus gasseri MV-22
[ | [ | Lactobacillus gasseri JV-V03
Lactobacillus johnsonii ATCC 33200
Lactobacillus johnsonii FI9785
Burkholderia cenocepacia J2315
Lactobacillus crispatus 125-2-CHN
Lactobacillus crispatus JV-V01
Lactobacillus crispatus MV-1A-US
Lactobacillus crispatus 214-1
Lactobacillus crispatus MV-3A-US
Lactobacillus crispatus ST1
Lactobacillus helveticus DSM 20075
[ | Lactobacillus ultunensis DSM 16047
|| | | Bl EEE [ | [ | Lactobacillus gasseri 224-1
[ | Lactobacillus jensenii 1153
Lactobacillus jensenii 208-1
Lactobacillus jensenii JV-V16
Lactobacillus jensenii 269-3
Lactobacillus jensenii SJ-7A-US
Lactobacillus jensenii 115-3-CHN
Lactobacillus jensenii 27-2-CHN
Lactobacillus vaginalis ATCC 49540
Lactobacillus coleohominis 101-4-CHN
Ureaplasma parvum serovar 6 str. ATCC 27818
Mycobacterium abscessus
Pseudomonas fluorescens SBW25
| | Pseudomonas sp. UK4
Pseudomonas fluorescens Pf-5
m Pseudomonas fluorescens Pf0-1
[ | Sphingopyaxis alaskensis RB2256
[ | Pseudomonas putida GB-1
Pseudomonas putida KT2440
Pseudomonas putida W619
Enhydrobacter aerosaccus SK60
Psychrobacter sp. PRwf-1
Moraxella catarrhalis RH4
Corynebacterium accolens ATCC 49725
Corynebacterium accolens ATCC 49726
Corynebacterium pseudogenitalium ATCC 33035
Corynebacterium tuberculostearicum SK141
Propionibacterium acnes J139
Propionibacterium acnes J165
Propionibacterium acnes SK137
Propionibacterium acnes SK187
Staphylococcus capitis SK14
Staphylococcus epidermidis BCM-HMP0060
Staphylococcus epidermidis SK135
Staphylococcus epidermidis M23864:W2(grey)
Staphylococcus epidermidis RP62A
Staphylococcus epidermidis W23144
Staphylococcus epidermidis M23864:W1
Staphylococcus haemolyticus JCSC1435
Staphylococcus hominis SK119
[ | Staphylococcus warneri L37603
Staphylococcus aureus aureus ATCC BAA-39
Staphylococcus aureus A10102
Staphylococcus aureus A8819
Staphylococcus aureus A8796
Staphylococcus aureus A8117
Staphylococcus aureus subsp. aureus ED98
Staphylococcus aureus subsp. aureus MR1
Staphylococcus aureus aureus TCH130/ST-72
Staphylococcus aureus A9754
Staphylococcus aureus A9765
Staphylococcus aureus aureus TCH70
Staphylococcus aureus subsp. aureus ATCC 51811
Staphylococcus aureus aureus USA300_TCH959
Staphylococcus aureus subsp. aureus USA300_TCH1516
Staphylococcus aureus subsp. aureus C101
Staphylococcus aureus aureus MIN8
Staphylococcus aureus aureus TCH60
Staphylococcus aureus subsp. aureus 58-424
Staphylococcus aureus subsp. aureus A017934/97
Staphylococcus aureus subsp. aureus Btn1260
Staphylococcus aureus subsp. aureus C160
Staphylococcus aureus subsp. aureus C427
Staphylococcus aureus subsp. aureus EMRSA16
Staphylococcus aureus subsp. aureus M1015
Staphylococcus aureus subsp. aureus M809
Staphylococcus aureus subsp. aureus M899
Staphylococcus aureus subsp. aureus WBG10049
Staphylococcus aureus subsp. aureus WW2703/97
Staphylococcus aureus subsp. aureus D139
Staphylococcus aureus subsp. aureus H19
Staphylococcus saprophyticus subsp. saprophyticus ATCC 15305
Baumannia cicadellinicola str. Hc
Photobacterium damselae subsp. damselae CIP 102761
Psychromonas sp. CNPT3
| | | Acinetobacter junii SH205
Campylobacter coli JV20
Campylobacter jejuni subsp. jejuni BH-01-0142
Campylobacter coli RM2228
Campylobacter upsaliensis RM3195
[ | [ | [ | Campylobacter lari RM2100
Acinetobacter Iwoffii SH145
Atopobium vaginae DSM 15829
Gardnerella vaginalis 409-05
Gardnerella vaginalis 5-1
| | Gardnerella vaginalis AMD
[ | [ | | | | | Gardnerella vaginalis ATCC 14019
| Mycoplasma alligatoris A21JP2
Mycoplasma agalactiae
Mycoplasma agalactiae PG2
Mycoplasma crocodyli MP145
Acinetobacter baumannii ATCC 17978
Deinococcus radiodurans R1
Rhodobacter sphaeroides 2.4.1
[ | Pseudomonas aeruginosa 2192
[ | [ | | | Pseudomonas aeruginosa LESB58
Bifidobacterium gallicum DSM 20093
Cryptobacterium curtum DSM 15641
Parascardovia denticolens F0305
Scardovia inopinata F0304
Dichelobacter nodosus VCS1703A
Candidatus Accumulibacter phosphatis clade IIA str. UW-1
Dechloromonas aromatica RCB.
Aromatoleumn aromaticum EbN1
Sideroxydans lithotrophicus ES-1
Acidovorax ebreus TPSY
Acidovorax sp. JS42
Bordetella pertussis Tohama |
Bordetella bronchiseptica RB50
Bordetella parapertussis 12822
Ralstonia solanacearum GMI1000
Acidovorax avenae subsp. avenae ATCC 19860
Acidovorax avenae subsp. citrulli AAC00-1
Methylibium petroleiphilum PM1
Azoarcus sp. BH72
Bordetella petrii DSM 12804
Ralstonia eutropha H16
Chromobacterium violaceum ATCC 12472
Lutiella nitroferrum 2002
[ | Laribacter hongkongensis HLHK9
Acidovorax delafieldii 2AN
Thiomonas intermedia K12
Alicycliphilus denitrificans BC
Delftia acidovorans SPH-1
Leptothrix cholodnii SP-6
[ | Thauera sp. MZ1T
Herbaspirillum seropedicae SmR1
Bordetella avium 197N
Ralstonia eutropha JMP134
Ralstonia solanacearum UW551
Ralstonia pickettii 12J
Achromobacter piechaudii ATCC 43553
Ralstonia solanacearum CFBP2957
Ralstonia solanacearum PSI07
| | Thiobacillus denitrificans ATCC 25259
Comamonas testosteroni S44
Comamonas testosteroni KF-1
Polaromonas naphthalenivorans CJ2
Verminephrobacter eiseniae EF01-2
Polaromonas sp. JS666
Corynebacterium glucuronalyticum ATCC 51867
Corynebacterium glucuronolyticum ATCC 51866
Corynebacterium amycolatum SK46
Corynebacterium glutamicum R
Corynebacterium efficiens
Corynebacterium pseudotuberculosis FRC41
Corynebacterium kroppenstedtii DSM 44385
Corynebacterium diphtheriae NCTC 13129
Corynebacterium genitalium ATCC 33030
Corynebacterium lipophiloflavum DSM 44291
Corynebacterium ammoniagenes DSM 20306
Corynebacterium resistens DSM 45100
Corynebacterium jeikeium ATCC 43734
Corynebacterium urealyticum DSM 7109
Corynebacterium striatum ATCC 6940
Flavobacteria bacterium BAL38
Flavobacterium psychrophilum JIP02/86
Arthrobacter chlorophenolicus A6
Arthrobacter sp. FB24
Leifsonia xyli subsp. xyli str. CTCB07
Aeromicrobium marinum DSM 15272
Clavibacter michiganensis subsp. michiganensis NCPPB 382
Janibacter sp. HTCC2649
Nocardioides sp. JS614
Beutenbergia cavernae DSM 12333
Kineococcus radiotolerans SRS30216
Brevibacterium linens BL2
Tsukamurella paurometabola DSM 20162
Kribbella flavida DSM 17836
Thermobifida fusca YX
Nakamurella multipartita DSM 44233
Geodermatophilus obscurus DSM 43160
Nocardiopsis dassonvillei subsp. dassonvillei DSM 43111
Thermomonospora curvata DSM 43183
Nocardia farcinica IFM 10152
Thermobispora bispora DSM 43833
Arcanobacterium haemolyticum DSM 20595
Brachybacterium faecium DSM 4810
Kytococcus sedentarius DSM 20547
Micrococcus luteus NCTC 2665
Micrococcus luteus SK58
Propionibacterium freudenreichii subsp. shermanii CIRM-BIA1
Kocuria rhizophila DC2201
Cellulomonas flavigena DSM 20109
Sanguibacter keddieii DSM 10542
Xylanimonas cellulosilytica DSM 15894
Brevibacterium mcbrellneri ATCC 49030
Arthrobacter aurescens TC1
Gordonia bronchialis DSM 43247
Actinosynnema mirum DSM 43827
Streptomyces albus J1074
Rhodococcus equi ATCC 33707
Saccharopolyspora erythraea NRRL 2338
Saccharomonospora viridis DSM 43017
Rhodoferax ferrireducens T118
Blattabacterium sp.
Candidatus Sulcia muelleri str. Hc
Candidatus Sulcia muelleri SMDSEM
Candidatus Sulcia muelleri DMIN
Zunongwangia profunda SM-A87
Flavobacteriales bacterium HTCC2170
Gramella forsetii KTO803
Leeuwenhoekiella blandensis MED217
Flavobacteria bacterium BBFL7
Flavobacterium johnsoniae UW101
Polaribacter irgensii 23-P
Dokdonia donghaensis MED134
Flavobacteria bacterium MS024-3C
Croceibacter atlanticus HTCC2559
unidentified eubacterium SCB49
Flavobacteria bacterium MS024-2A
Kordia algicida OT-1
Flavobacteriales bacterium ALC-1
Polaribacter sp. MED152
Alkalilimnicola ehrlichii MLHE-1
Burkholderia ubonensis Bu
Azotobacter vinelandii DJ
Stenotrophomonas sp. SKA14
Stenotrophomonas maltophilia K279a
Allochromatium vinosum DSM 180
Thioalkalivibrio sp. K90mix
Pseudomonas stutzeri A1501
Pseudomonas mendocina ymp
Burkholderia multivorans ATCC 17616
Pseudomonas entomophila L48
Acidothermus cellulolyticus 11B
Catenulispora acidiphila DSM 44928
Chromohalobacter salexigens DSM 3043
Frankia symbiont of Datisca glomerata
Herminiimonas arsenicoxydans
Streptomyces viridochromogenes DSM 40736
Janthinobacterium sp. Marseille
Streptomyces sp. Mg1
Streptomyces sp. ACTE
Streptomyces hygroscopicus ATCC 53653
Streptomyces clavuligerus ATCC 27064
Methylobacillus flagellatus KT
Methylovorus sp. SIP3-4
Mycobacterium gilvum PYR-GCK
Salinispora tropica CNB-440
Aeromonas hydrophila subsp. hydrophila ATCC 7966
Halorhodospira halophila SL1
Methylococcus capsulatus str. Bath
Mycobacterium smegmatis str. MC2 155
Mycobacterium sp. JLS
Mycobacterium avium
Micromonospora sp. L5
Streptosporangium roseum DSM 43021
Micromonospora sp. ATCC 39149
Streptomyces ghanaensis ATCC 14672
Streptomyces griseoflavus Tu4000
Stackebrandtia nassauensis DSM 44728
Streptomyces sp. C
Streptomyces sp. SPB74
Streptomyces sp. SPB78
Streptomyces sp. e14
Enterococcus faecalis ATCC 29200
Enterococcus faecalis TX1322
Enterococcus faecalis TX 4248
Enterococcus faecalis TX 0860
Carnobacterium sp. AT7
Enterococcus gallinarum EG2
Lactobacillus salivarius ACS-116-V-Col5a
| | - [ | Lactobacillus salivarius CECT 5713
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Proteus mirabilis ATCC 29906
Proteus penneri ATCC 35198
Providencia alcalifaciens DSM 30120
Providencia rustigianii DSM 4541
Providencia stuartii ATCC 25827
Providencia rettgeri DSM 1131
Vibrio fischeri MJ11
Anaerococcus hydrogenalis DSM 7454
Anaerococcus prevotii DSM 20548
Anaerococcus tetradius ATCC 35098
Anaerococcus vaginalis ATCC 51170
Finegoldia magna ATCC 29328
Finegoldia magna ATCC 53516
Anaerococcus lactolyticus ATCC 51172
Peptoniphilus duerdenii ATCC BAA-1640
Peptoniphilus lacrimalis 315-B
Finegoldia magna ACS-171-V-Col3
Peptoniphilus sp. oral taxon 836 str. FO141
Campylobacter hominis ATCC BAA-381
Fusobacterium mortiferum ATCC 9817
Fusobacterium ulcerans ATCC 49185
Fusobacterium varium ATCC 27725
Fusobacterium sp. D12
Lactococcus lactis subsp. cremoris MG1363
Lactococcus lactis subsp. lactis 111403
[ ] Lactococcus lactis subsp. lactis KF147
| [ [ ] Dialister invisus DSM 15470
| | Eubacterium saphenum ATCC 49989
Clostridiales genomosp. BVAB3 UPII9-5
Clostridiales genomosp. BVAB3 str. UPII9-5
Peptostreptococcus anaerobius 653-L
Oribacterium sp. oral taxon 078 str. F0262
Megasphaera genomosp. type_1 str. 28L
Shuttleworthia satelles DSM 14600
Prevotella buccalis ATCC 35310
Prevotella bergensis DSM 17361
Prevotella bivia JCVIHMP010
Prevotella timonensis CRIS 5C-B1
Prevotella copri DSM 18205
Prevotella bryantii B14
Prevotella ruminicola 23
Mitsuokella multacida DSM 20544
Olsenella uli DSM 7084
Slackia exigua ATCC 700122
Mycoplasma arthritidis 158L.3-1
| | Mycoplasma hominis
Treponema phagedenis (biotype Kazan 5)
0 436
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Mobiluncus mulieris 28-1
Mobiluncus mulieris ATCC 35239
Mobiluncus mulieris ATCC 35243
| | [ | Lactobacillus iners AB-1
| | | ] Lactobacillus iners DSM 13335
Chryseobacterium gleum ATCC 35910
Flavobacteriaceae bacterium 3519-10
Actinomyces sp. oral taxon 848 str. F0332
Actinomyces urogenitalis DSM 15434
Campylobacter gracilis RM3268
Capnocytophaga ochracea DSM 7271
Capnocytophaga gingivalis ATCC 33624
| | [ | Capnocytophaga sputigena ATCC 33612 strain Capno
[ | | | Eikenella corrodens ATCC 23834
Cardiobacterium hominis ATCC 15826
Neisseria elongata subsp. glycolytica ATCC 29315
| | Kingella oralis ATCC 51147
Campylobacter rectus RM3267
Campylobacter showae RM3277
Fusobacterium nucleatum subsp. polymorphum ATCC 10953
Fusobacterium nucleatum subsp. nucleatum ATCC 23726
Fusobacterium nucleatum subsp. nucleatum ATCC 25586
Fusobacterium sp. 3_1_33
Fusobacterium sp. 7_1
Fusobacterium sp. D11
Fusobacterium nucleatum subsp. vincentii ATCC 49256
Fusobacterium sp. 3_1_27
Fusobacterium sp. 3_1_36A2
Fusobacterium sp. 4_1_13
Leptotrichia goodfellowii FO264
| W | | | [ | | | [ [ | Candidate ion TM7 single-cell isolate TM7b
| | [ | | [ | [ [ | M candidate division TM7 single-cell isolate TM7¢c
Leptotrichia buccalis DSM 1135
Leptotrichia hofstadii F0254
| | candidate division TM7 single-cell isolate TM7a
Eubacterium yurii margaretiae ATCC 43715
Neisseria flavescens NRL30031/H210
Neisseria flavescens SK114
[ | | | [ | [ | | | [ | Neisseria subflava NJ9703
Neisseria cinerea ATCC 14685
Neisseria gonorrhoeae NCCP11945
Neisseria gonorrhoeae F62
isseri: i is K1207
is S0108
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Neisseria meningitidis
Neisseria lactamica ATCC 23970
Neisseria polysaccharea ATCC 43768
Neisseria mucosa ATCC 25996
Neisseria sicca ATCC 29256
Neisseria sp. oral taxon 014 str. F0314
Catonella morbi ATCC 51271
Corynebacterium matruchotii ATCC 33806
Actinomyces sp. oral taxon 171
Rothia dentocariosa ATCC 17931
Rothia dentocariosa M567
Streptococcus gordonii str. Challis substr. CH1
Streptococcus sp. 2_1_36FAA
Streptococcus sanguinis SK36
Simonsiella muelleri ATCC 29453
Aggregatibacter actinomycetemcomitans D11S-1
Aggregatibacter actinomycetemcomitans D7S-1
Aggregatibacter aphrophilus NJ8700
| | | | Actinobacillus minor NM305
Actinobacillus pleuropneumoniae serovar 1 str. 4074
Actinobacillus pleuropneumoniae serovar 7 str. AP76
Haemophilus ducreyi 35000HP
Mannheimia haemolytica serotype A2 str. OVINE
Actinobacillus succinogenes 130Z
Haemophilus somnus 2336
Mannheimia succiniciproducens MBEL55E
Pasteurella dagmatis ATCC 43325
Pasteurella multocida subsp. multocida str. Pm70
Haemophilus influenzae 22.4-21
Haemophilus influenzae HK1212
Haemophilus influenzae 6P18H1
[ | Haemophilus influenzae R2866
[ | | | Granulicatella elegans ATCC 700633
| Gemella haemolysans ATCC 10379
[ | [ | | | L ] [ ] Streptococcus mitis B6
| | Streptococcus pneumoniae AP200
Streptococcus pneumoniae str. Canada MDR_19A
Streptococcus pneumoniae TCH8431/19A
Streptococcus pneumoniae str. Canada MDR_19F
Streptococcus oralis ATCC 35037
Streptococcus mitis ATCC 6249
Streptococcus sp. 73H25AP F0408
| | [ ] || | | Streptococcus sp. M143
Atopobium rimae ATCC 49626
Atopobium parvulum DSM 20469
Megasphaera micronuciformis
Oribacterium sinus FO268
Solobacterium moorei
| | | | | | [ | W Actinomyces odontolyticus ATCC 17982
| | Actinomyces odontolyticus F0309
| | Campylobacter concisus 13826
| | | | | Fusobacterium periodonticum ATCC 33693
Fusobacterium sp. 1_1_41FAA
Fusobacterium sp. 2_1_31
Prevotella melaninogenica ATCC 25845
Prevotella melaninogenica D18
Prevotella sp. oral taxon 299 str. FO039
Prevotella veroralis FO319
Granulicatella adiacens ATCC 49175
Veillonella parvula DSM 2008
Veillonella parvula ATCC 17745
Veillonella sp. 6_1_27
Veillonella sp. 3_1_44
M Rothia mucilaginosa ATCC 25296
M Rothia mucilaginosa DY-18
Streptococcus agalactiae 18RS21
Streptococcus thermophilus LMD-9
Streptococcus parasanguinis ATCC 15912
Streptococcus salivarius SK126
Veillonella dispar ATCC 17748
Streptococcus agalactiae H36B
Streptococcus agalactiae COH1
Streptococcus agalactiae NEM316
Streptococcus agalactiae 515
Streptococcus agalactiae CJB111
Streptococcus equi subsp. zooepidemicus
Streptococcus gallolyticus UCN34
Streptococcus infantarius subsp. infantarius ATCC BAA-102
W Streptococcus suis BM407
[l Streptococcus bovis ATCC 700338
Streptococcus gallolyticus TX20005
Streptococcus dysgalactiae subsp. equisimilis GGS_124
Streptococcus suis 05HAS68
Streptococcus uberis 0140J
Streptococcus pyogenes MGAS10750
Streptococcus mutans NN2025
Streptococcus mutans UA159
Streptococcus equi subsp. equi 4047
Streptococcus pyogenes ATCC 10782
Fusobacterium gonidiaformans ATCC 25563
Fusobacterium sp. 3_1_5R
Candidate division TM7 genomosp. GTL1
Sebaldella termitidis ATCC 33386
Campylobacter curvus 525.92
[ | [ | Streptobacillus moniliformis DSM 12112
Bacteroidetes oral taxon 274 str. FO058
Bacteroidetes sp. F0058
Porphyromonas endodontalis ATCC 35406
Prevotella sp. oral taxon 317 str. FO108
Prevotella sp. oral taxon 472 str. F0295
Abiotrophia defectiva ATCC 49176
Bulleidia extructa W1219
Filifactor alocis ATCC 35896
Peptoniphilus sp. oral taxon 386 str. F0131
Parvimonas micra ATCC 33270
Prevotella buccae D17
Prevotella marshii DSM 16973
Prevotella tannerae ATCC 51259
Prevotella oris C735
Prevotella oris F0302
Selenomonas artemidis
Wl Selenomonas noxia ATCC 43541
Selenomonas flueggei ATCC 43531
Selenomonas sp. 67H29BP F0410
Selenomonas sputigena ATCC 35185
Treponema denticola ATCC 35405
Treponema vincentii ATCC 35580
Porphyromonas gingivalis ATCC 33277
Porphyromonas uenonis 60-3
Ureaplasma urealyticum serovar 9 str. ATCC 33175
Jonesia denitrificans DSM 20603
Novosphingobium aromaticivorans DSM 12444
Lactobacillus plantarum WCFS1
Lactobacillus plantarum ATCC 14917
Xanthomonas campestris pv. campestris str. 8004
Jonquetella anthropi E3_33 E1
Thermanaerovibrio acidaminovorans DSM 6589
Treponema pallidum subsp. pallidum SS14
Wolinella succinogenes DSM 1740
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| | | Methylobacterium radiotolerans JCM 2831
[ | Listeria grayi DSM20601
H Listeria monocytogenes 08-5578
| ] Listeria monocytogenes 08-5923
| | Listeria monocytogenes JO161
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