
AT3G08490 

AT1G24600 

ARAC2AT1G63520 

AT4G39320 

AT1G47410 

AT5G07800 

I 1 4 H

AT1G67510 

AT1G03920 

RIC4

AT4G02810 

AT5G66815 

AT1G54790 

ATPRR1

AT3G27200 

AT5G01930 

IRX9

GUX1

AT5G60720 

ATIPT7

ATBRXL1

AT5G57670 

BLT LAC10

CLM
AT4G31290 

AT2G46760 

ATMYB46

AT2G28870 

CLE6

ATSBT1.1

AT5G38610 

AT5G59845 

AT5G26330 

ANAC076

AT2G04850 

ANAC030

AT3G62160 

AT2G27740 

AT3G20450 

ATNEK5

AT2G35990 GLP10

RHS17

AT1G79420 

CPK7

ANAC073

AT3G48030 

AT5G19700 
AT1G31720 

AT4G00890 

A tGDU7AT2G17940 

249300_at_no_match 

AT5G46100 

AT2G42980 
AT2G47670 

AT1G76250 

AT4G08160 

A t P P a 4

AT5G11990 

AT2G34510 

AT4G33810 

AT2G41610 AT1G10800 

ATL4H

AT5G02140 

AT3G25855 

AT1G08410 

266031_at_no_match 

RPB5E

AT5G19170 
AT4G07640, t ransposab le_e lement_gene  

AT1G76960 

AT3G25160 

AT2G16840, t ransposab le_e lement_gene  

ABCG26

AT1G33460, t ransposab le_e lement_gene  
AT5G10090 

ANAC101

AT2G13270, t ransposab le_e lement_gene  

JMT

AT3G30750, t ransposab le_e lement_gene  

AT1G37080, t ransposab le_e lement_gene  

AT4G02320 

A t M Y B 1 0 3

FUT8

256101_at_no_match 

AT1G06830 

SHOC1

AT1G16760 

GNL2 RPP27

AT1G22480 

AT2G26720 

AT2G14390 
ATCHX3AT3G17640 

CLE9

CYP735A2

256550_at_no_match 

ATLAC2

AT3G23770 

AT3G50570 AT4G27190 

AT3G43500 

AT3G12460 

AT2G23900 

AT1G45090, t ransposab le_e lement_gene;AT2G12100, t ransposab le_e lement_gene 

A t D M P 2

AT5G01060 

AT2G19410 

ATRBL2

AT1G24030 

AT3G45870 

AT3G56730 

AT1G05770 

N IP6

AT1G10380 

ATLAC1

AT1G78120 

AT4G26220 
AT5G48740 

CYP735A1

AT1G59725 

AT5G45320 

COBL4

ATLAC17

ATCESA8

ATRMA3

ATHB-8

AGL17

AT1G68810 

ATCESA7 LRP1

W L I M 1

AT3G60080 

a n a c 0 8 4

AT3G03770 AT5G67550 

AT3G17380 

AT5G64170 

AT5G49900 

IQD10
AT1G63310 

ATFLA11

AT5G53190 

ATSPX3

AT5G19870 

AT3G05620 

AT3G01670 

AT3G01680 

AT2G45670 

AT5G38070 
ATXYN1

EDA28

AT3G50220 

AT1G31710 

AT5G40020 

GUX2
AT5G14510 

ROXY2

AT2G44300 

AT5G07080 

JLO

AT4G01110 

BGLU41

ALDH2B

ATGUT1ATGSL07

AT1G75280 

AT1G05310 

AT1G75290 

JP630

CYP710A3;CYP710A4 

DELTA-TIP2 

AT1G13130 

PGP9

AT1G59850 

AT3G52900 

ADPG2

RHS15

ATBXL2 AT5G22870 

AT3G59340 

AT4G18550 AT3G53100 
AT2G16005 

AT1G62050 

LAC11
AST56

ATPAP20

ATMLO13

257997_at_no_match 

ATSBT4.12

CYP86C2

A t M Y B 8 3

AT1G04330 

AT1G09440 

ORP4B;ORP4A AT5G56720 

AT1G07120 

GLP7

AT1G11915 

AT4G27435 
A tPP2-B15AT1G09610 

X T H 1 0

AT5G56140 
AT5G46115 

QRT3

M R H 1

AT5G17450 

GLIP2

AT2G25990 

AT1G69690 

AT2G28510 

AT2G47850 

B L H 9

AT4G29100 

AT4G00390 

STH2

A t H B 2 3

AGL100

ATHB-15

A B I 5AtE IL1

AT5G06800 

b Z I P 2 1

ATHB-16

W A T 1

AT5G17600 

ANAC007

AT4G25410 

AT3G10910 

AT2G35000 

GAUT12

ZFP3

ATB2

AT2G03500 

BEE2

CESA4

H A M 1

L B D 4 0
ATERF-7AT1G66810 

TBL3

AT5G06250 

ATMYB13

AT1G01780 

SRS4

XCP1

ATLMCO4

AT1G68200 

A t M Y B 7 4

AT2G28200 

PLT1

XCP2

AT-HSFB4

ATCTL2
IXR11AT1G31050 AT5G50010 

ANAC003
TED6

AGL12


