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TVAG_RG_DS114793_1

Consensus G T TCGCGGGAAATTTTGGCGGGATTITT I T TTCATT I T TTTAAT GAATCATAAAGAAAACATCCTCGCTICTTGCAAAAAAATGCAAAGACTGTIAAAAAAATCIACGAGACATTGGTAAAATGCTTICGGTATGGATGCTICCTAGCTA

TVAG_RG_DS114080_6
TVAG_RG_DS114793_1

TVAG_RG_DS114080_6
TVAG_RG_DS114793_1

Craara

CONsensus GaGTCTTGGTTTCAATATGCAACAGAAGCCAAAATCATGIGGATCCCGAAGGATGAAAATCCGCAAACATTCCCGARGAAAAAAAT TGACACACCAATGATGATGITGICGGTITTITITGGGGCGTIGAATGGCATCATCGCAATIGATATICTICAAAAR
g o

840 50 880 890 900 910 920 930 50 ¢ 990
TVAG_RG_DS114080_6
TVAG_RG_DS114793_1
TVAG_RG_DS113521_:

Consensus ¢ G AT GAATGCTCAGTATCTARTTGACAATGTTCTTACTCAAAT TATCAAT ICIGATGAGT ITGAGAAATCCAAACARCANAANCAAAANG T TTIGCAAT ICAT T T TGATAAT ICARGAGT TCACAARAGTCATARGGTARTGAAT TACTTIGGTGGAAAACAATGTCAA
3010 3020 1030 1040 1050 1060 3070 1080 1090 3100 1110 1120 1130 1140 1150 3160

|
COnSensuS A G T TGTTCCAAACCCAAT TTATTCACCTGATATTGCACCCTCTGACTT TTAT TTATTCGGCACGCTAAAAAAGAGAGCTGAAGGACGCGAATTCGCGAGTCCAGATGATCTTGAAAATTTTGTAAGAGAGCAATTTGAGCAATTTTCTCATGATGATT TAAAGCGT

1170 1180 1190 1200 1210 31220 1230 1240 1250 1260 1270 1250 1290 1300

Consensus G 1 CTTTCAAGCCTGGATCGATCGCTGCGAACGCGTGATTGAATCCAATGGTGAT TATAT T TAAATAAACT TTATATATATGTIAACTTGT ITAT ITCTATTCGCAGTATICAGG T T[LGTGCTAAACACACCTITTIGGACACCCITA



