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Figure S1. Mutation of single miR-375 binding site does not abolish the repression
effect. (A) miR-375 interaction with E7 region was determined by relative FL
expression from cells transfected with FL-E7 with or without miR-375-mimic
transfection. Two individual mutations for putative miR-375 binding sites were
generated (FL-E7-m1 or FL-E7-m2). (B) miR-375 interaction with E1 region was
similarly determined. Three individual mutations were generated for each miR-375
binding site (FL-E1-m3, FL-E1-m4, and FL-E1-m5).
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Figure S2. PCR amplification of E6, E7, and E6E7E1 transcripts in SiHa, SCC090, and
three HPV16 positive oropharyngeal tumors (T1-T3). Lamin A/C was measured for

internal control.



Table S1. Primer sequences for cloning and mutagenesis

Primer name

Sequences

HPV16-E7-F

(for cloning)
HPV16-E7-R

(for cloning)
HPV16-E7-m1-F
(for mutagenesis)
HPV16-E7-m1-R
(for mutagenesis)
HPV16-E7-m2-F
(for mutagenesis)
HPV16-E7-m2-R
(for mutagenesis)
HPV16-E7-m1-2-F
(for mutagenesis)
HPV16-E7-m1-2-R
(for mutagenesis)
HPV16-E1-F

(for cloning)
HPV16-E1-R

(for cloning)
HPV16-E1-m3-F
(for mutagenesis)
HPV16-E1-m3-R
(for mutagenesis)
HPV16-E1-m4-F
(for mutagenesis)
HPV16-E1-m4-R
(for mutagenesis)
HPV16-E1-m5-F
(for mutagenesis)
HPV16-E1-m5-R
(for mutagenesis)

5’-ggaattccatgcatgcagatacacctaca-3’
5’-gatcgcggcecgcttaggtttctgagaacagatgg-3’
5'-aatagatggtccagctggacattgtgaaccggacagagcccattac-3'
5'-gtaatgggctctgtccggttcacaatgtccagctggaccatctatt-3'
5'-gtccagctggacaagcagaacccgtgtgagcccattacaatattgtaac-3'
5'-gttacaatattgtaatgggctcacacgggttctgcttgtccagctggac-3'
5'-ggttacaatattgtaatgggctcacaccggticaccatgtccagctggaccatctatttc-3'
5'-gaaatagatggtccagctggacatggtgaaccggtgtgagcccattacaatattgtaacc-3'
5’-ctaggaattcaatgggcctacgataatga-3’
5’-gatcgcggcecgctcataatgtgttagtattttgtcc-3’
5'-tgtgcaacaatgtgtagacattataaacgagcagaaaaaaatgttatgagtatgagtcaatggataaaata-3'
5'-tattttatccattgactcatactcataacatttttttctgctcgtttataatgtctacacattgttgcaca-3'
5'-cagaaaaaaaacaaatgagtatgagtcaatcgttttaatatagatgtgatagggtagatgatggag-3'
5'-ctccatcatctaccctatcacatctatattaaaacgattgactcatactcatttgttttttttctg-3'
5'-attaagtttgcacgaggacgaggtgttggaaaacgatggagactctttgc-3'

5'-gcaaagagtctccatcgttttccaacacctcgtcctcgtgcaaacttaat-3'




