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Figure S3. Relationship between isoform abundance and turnover within each
gene. (A) Histogram of representing the fraction of coding isoforms in abundance
contained per gene. (B) Plot between the fraction of total expression represented by an
isoform versus the relative decay rate of the isoform with respect to the most abundant
isoform for gene RPS9B (C) Previous plot made over all the genes measured with
MIST-Seq





