
platelet−derived growth factor binding

histone kinase activity

insulin−like growth factor binding

cysteine−type endopeptidase inhibitor activity

extracellular matrix structural constituent

antigen binding

transmembrane receptor activity

transmembrane receptor protein tyrosine kinase activity

scavenger receptor activity

peptidase inhibitor activity

endopeptidase inhibitor activity

3',5'−cyclic−nucleotide phosphodiesterase activity

G−protein coupled receptor activity

3',5'−cyclic−AMP phosphodiesterase activity

extracellular matrix binding

cytokine receptor activity

cytokine binding

purinergic nucleotide receptor activity, G−protein coupled

water channel activity

retinoid binding

potassium channel activity

voltage−gated potassium channel activity

ion channel activity

voltage−gated ion channel activity

olfactory receptor activity

growth factor binding

cytokine activity

heparin binding

signal transducer activity

receptor activity

serine−type endopeptidase inhibitor activity

sequence−specific DNA binding

actin binding

transcription factor activity

protein homodimerization activity

endopeptidase activity

receptor binding

transporter activity

catalytic activity

calcium ion binding

cytoskeletal protein binding

sugar binding

promoter binding

transcription regulator activity

histone methyltransferase activity (H3−K4 specific)

rRNA binding

structural constituent of ribosome

DNA binding

binding

protein binding

nucleotide binding

metal ion binding

SUMO ligase activity

protein phosphatase 1 binding

transcription elongation regulator activity

general RNA polymerase II transcription factor activity

zinc ion binding

nucleic acid binding

methyltransferase activity

helicase activity

acetyltransferase activity

ligase activity

ubiquitin−protein ligase activity

peptidyl−prolyl cis−trans isomerase activity

tRNA binding

RNA binding

histone−lysine N−methyltransferase activity

RNA polymerase II transcription elongation factor activity

snRNA binding

RS domain binding

DNA−directed RNA polymerase activity

transcription initiation factor activity

glycolipid binding

small conjugating protein ligase activity

ribosome binding

p53 binding

double−stranded RNA binding

estradiol 17−beta−dehydrogenase activity

ARF GTPase activator activity

protein transporter activity

aminoacyl−tRNA ligase activity

TATA−binding protein binding

7S RNA binding

RNA polymerase II transcription mediator activity

ATP−dependent helicase activity

histone acetyltransferase activity

ligand−dependent nuclear receptor binding

translation initiation factor activity

protein kinase A regulatory subunit binding

C2H2 zinc finger domain binding

P−P−bond−hydrolysis−driven protein transmembrane transporter activity

oxidoreductase activity, acting on paired donors, with incorporation or reduction of molecular oxygen, 2−oxoglutarate as one donor, and incorporation of one atom each of oxygen into both donors

methylated histone residue binding

transferase activity, transferring phosphorus−containing groups

ionotropic glutamate receptor binding

phosphatidylinositol−4,5−bisphosphate 5−phosphatase activity

hydrolase activity, acting on carbon−nitrogen (but not peptide) bonds, in linear amides

ribonucleoprotein binding

SNAP receptor activity

farnesyltranstransferase activity

chaperone binding

voltage−gated anion channel activity

hydrogen ion transporting ATP synthase activity, rotational mechanism

prenyltransferase activity

enzyme regulator activity

beta−N−acetylglucosaminylglycopeptide beta−1,4−galactosyltransferase activity

NADH dehydrogenase (ubiquinone) activity

oxidoreductase activity, acting on NADH or NADPH

NADH dehydrogenase activity

lipoic acid binding

sugar:hydrogen symporter activity

proton−transporting ATPase activity, rotational mechanism

dolichyl−diphosphooligosaccharide−protein glycotransferase activity

nucleotide−sugar transmembrane transporter activity

ubiquinol−cytochrome−c reductase activity
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Difference in average P(in): With GO term − without GO term

Supplemental Figure 4: Heatmap of average differences in estimated P(in) prob-
abilities between genes annotated with the specified Gene Ontology (GO) molec-
ular function term and genes lacking the term. Probability differences are sep-
arated by cell type category. Only terms with significant (q < 0.05) differences
are listed.


