Figure S2: The effect of G418, TM, DTT and NMD inhibition on transcripts levels
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Figure S2. The effect of G418, TM, DTT and NMD inhibition on transcripts levels. (A) CFP15a and P133 cells were treated with
G418 (250 pg/ml) for 48 and 24 hours respectively. (B) CFP15a cells were treated with TM for 16 hours. (C) CFP15a, LPIN1 and
P133 cells were transfected with siRNA against hUPF1 or non-specific control siRNA (scr) for 72h (CFP15a, P133) or 96h (LPIN1).
The values shown are the average fold change (meanzSEM) from at least three independent experiments relative to non-treated
cells. Values were normalized against transcripts of RNA polymerase Il gene. Statistical analysis was performed using Student's t
test (1 tail, paired). *p<0.05, **p<0.01, ***p<0.001. (D) Hela cells were treated with DTT for 2 or 5 hours. The levels of the
indicated transcripts were measured by RT-gPCR. The values shown are the average fold change (meantSEM) from at least three

independent experiments relative to non-treated cells. Values were normalized against transcripts of RNA polymerase Il gene.





