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Impact of genetic background on neonatal lethality of Gga2 knockout mice
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Figure S1 Genotyping strategy for identifying compound heterozygotes. Compound heterozygotes harbor 2
different gene-trapped Gga?2 allelles, distinguished from each other by use of the various primer pairs (A/B, A/C, D/E
and D/F) shown here. Fifty nucleotides of intronic sequence around each gene-trap cassette are shown. Arrow
indicates site of insertion. In the case of the wt allele, only primer sets A/B and D/E will yield PCR products of the
correct size. In the presence of the Byg allele, only primer sets A/C and D/E, but not A/B and D/F, will give the correct
PCR products. In the presence of the Tigm allele, only primer sets A/B and D/F, but not A/C and D/E, will give the
correct PCR products. In the case of the compound het where one copy each of the Byg and Tigm alleles are present,
all four primer sets, A/B, A/C, D/E and D/F will yield correct PCR products. Results for Byg/Byg are not shown since no

pups having two Byg alleles (Byg/Byg) were ever born.
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Figure S2 Tissue expression of GGA2 in mice carrying the Byg allele. Samples in lanes 1-4 and 5-9 are from pups
resulting from the mating schemes shown in Figures 1B and 1C, respectively. 25 ug of protein extract for each sample
from the different tissues was subjected to SDS-PAGE and immunoblot analysis of GGA2 and GAPDH (5 pg of lysate)

as a control.
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Figure S3 Detection limit of GGA2 in brain lysates obtained from mixed background mice. 40 ug of wt or Gga2”
lysate (100%) were loaded alongside 50%, 25%. 10%, 5%, 2.5% and 1.25% of wt lysate, and subjected to SDS-PAGE

and immunoblot analysis of GGA2.
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