Supplement Table 1. A list of mutated genes showing pathway level mRNA difference (Discovered) and genes
previously reported as significantly mutated in breast cancer

Discovered Ellis et al., TCGA Baneri et al.,
AKT1 AKT1 PIK3CA TP53
AKT2 CBFB TP53 PIK3CA
AKT3 CDH1 MAP3K1 AKT1
BPNT1 CDKN1B MAP2K4 CBFB
BRAF CTCF GATA3 GATA3
CDH1 FAM47C MLL3 MAP3K1

COL17A1 FOXA1 CDH1
EFNB1 GATA3 PTEN
EGFR GPS2 PIK3R1

EHHADH MAP2K4 AKT1
EPAS1 MAP3K1 RUNX1
EPHB1 MLL3 CBFB

EZR NCOR1 TBX3
FMN1 NF1 NCOR1
GRB2 OR2L2 CTCF
HRAS OR6A2 FOXA1
ITPR3 PIK3CA SF3B1

MAP2K4 PIK3R1 CDKN1B
MAP3K1 PTEN RB1
MAPK3 PTPN22 AFF2
MDM2 RB1 NF1
NCOR1 RUNX1 PTPN22
PDGFB SF3B1 PTPRD
PIK3CB TBL1XR1
PIPSK1A TBX3
RAC1 TLR4
RAF1 TP53
RIPK1 ZFP36L1
RPS6KA3
THBS1
TSC1
TSC2
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