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Supplementary,Materials,
"
Supplementary, Table, 1., Excel" file" of" 3,313" putative" PKS" sequences" (spanning" 2,786" NCBI" sequence"
records)"identified"using"the"BLASTIbased"scan"for"≥3"clustered"KS"domains.""
"
Supplementary,Table,2.,Putative"PKSs"identified"by"the"BLAST"scan"but"not"antiSMASH2."
"
Supplementary,Table,3." "Excel"file"of"all"1,236"identified"nonIidentical"PKS"gene"clusters," listing"for"each"
PKS:" NCBI" sequence" accession" number," Sequence" description," Date" deposited" in" NCBI," Species" name,"
Cluster"number"within"this"sequence,"Link"to"graphical"Antismash"view,"Cluster"coordinates,"Cluster"length"
(bp),"Cluster"GC"content"(%),"Number"of"KSs,"Number"of"ATs,"Number"of"ACPs,"Number"of"KRs,"Number"of"
DHs,"Number"of"ERs,"Number"of"Cs,"Number"of"As,"Interesting"AntismashIpredicted"domains,"AntismashI
predicted" cluster" type," gene" clusters" with" identical" sequence," and" gene" clusters" with" identical" domain"
architecture"in"this"species"(but"with"nonIidentical"sequence)."
"
Supplementary Table 4.  The 1,236 PKS gene clusters defined in Supplementary Table 3 were 
refined to 885 non-redundant PKS gene clusters as defined by a 90% similarity score cutoff.  The 
redundant clusters for each row are listed in the final column."
"
Supplementary, Figure, 1." " Dendrogram" comparing" all" PKS" clusters." The" label" for" each" PKS" lists" the"
Genbank" ID"and"cluster"number,"date"the"sequence"was"deposited" in"NCBI,"number"of"KS,"AT,"C,"and"A"
domains," and" sequence" description." Scale" bar" displays" the" distance" between" gene" clusters" (between" 0"
and"1)."
"
Supplementary,,Figure,2.""Histograms"of"KS"domains"and"GC"content"per"gene"cluster.""
,
Supplementary,Figure,3." "Number"of" clusters"having"a"partner"gene"cluster"with" similarity"at" the"given"
cutoff.""Gene"clusters"having"a"partner"with"similarity">90%"were"defined"as"redundant."
,
Supplementary,Figure,4.,Phylogenetic"analysis"of"the"KS"domains"from"the"62"gene"clusters"in"Figure"2."KS"
domains"from"the"PKSINRPS"hybrid"clade"in"Figure"2"are"in"color:""KS"domains"from"the"transIAT"clade"are"
colored" red" and" KS" domains" from" the" cisIAT" clade" are" colored" blue." The" remaining" KS" domains" are" in"
black."""
,
Supplementary, Figure, 5." (A.)" Phylogenetic" trees" of" domains" of" the" C.# elegans" (“worm”)" cluster" with"
bacterial"domains"and"C.#elegans"fatty"acid"synthase"(FASN)"domains."Trees"were"created"using"clustalw,"
with" default" settings;" shown" are" neighbourIjoining" trees" without" distance" corrections." Abbreviations:"
SAV939"="avermectin"cluster,"dsz"="disorazole"cluster,"epo"="epothilone"cluster,"kir"="kirromycin"cluster,"
DEBS"="erythromycin"cluster,"pik"="pikromycin"cluster,"tyl"="tylosin"cluster.""(B.)"The"conserved"PKS"genes"
in" nematodes," clustered" using" our" ad# hoc" PKS" sequence" similarity" score." Here" we" show" the" putative"
domain"architectures"(as"predicted"by"antiSMASH)"for"several"homologs"of"the"C.#elegans"PKS"described"in"
Figure"6.""A"site"of"possible"duplication"(as"suggested"by"the"KS"phylogenetics"in"part"A)"is"highlighted."
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KB201037 1 2012 4 KS, 2 AT, 2 C, 0 A Lottia gigantea unplaced genomic scaffold LOTGIsca_17, whole genome shotgun sequence

ABQO020646409 1 2008 4 KS, 1 AT, 0 C, 0 A Macropus eugenii contig707391, whole genome shotgun sequence

JH767738 2 2012 4 KS, 1 AT, 0 C, 0 A Ceratotherium simum simum unplaced genomic scaffold scaffold00016, whole genome shotgun sequence

JH798160 1 2012 3 KS, 1 AT, 0 C, 0 A Sorex araneus unplaced genomic scaffold scaffold00015, whole genome shotgun sequence

NC_015869 1 2011 3 KS, 2 AT, 0 C, 0 A Nasonia vitripennis strain AsymCX chromosome 3, Nvit_2.0, whole genome shotgun sequence gb|CM000917.1| Nasonia vi

NW_002032895 1 2006 3 KS, 2 AT, 0 C, 0 A Drosophila willistoni strain TSC14030−0811.24 scf2_1100000004945, whole genome shotgun sequence gb|CH964274

AAFI02000006 1 2004 5 KS, 5 AT, 0 C, 0 A Dictyostelium discoideum AX4 chromosome 2 DDB0232463.02, whole genome shotgun sequence

NC_007091 4 2004 4 KS, 4 AT, 0 C, 0 A Dictyostelium discoideum AX4 chromosome 5 chromosome, whole genome shotgun sequence gb|CM000154.2| Dictyosteliu

NW_003519370 1 2010 3 KS, 2 AT, 0 C, 0 A Dictyostelium purpureum unplaced genomic scaffold DICPUscaffold_33, whole genome shotgun sequence

NW_003519499 1 2010 4 KS, 4 AT, 0 C, 0 A Dictyostelium purpureum unplaced genomic scaffold DICPUscaffold_162, whole genome shotgun sequence

NC_007091 2 2004 3 KS, 2 AT, 0 C, 0 A Dictyostelium discoideum AX4 chromosome 5 chromosome, whole genome shotgun sequence gb|CM000154.2| Dictyosteliu

NC_007091 3 2004 4 KS, 4 AT, 0 C, 0 A Dictyostelium discoideum AX4 chromosome 5 chromosome, whole genome shotgun sequence gb|CM000154.2| Dictyosteliu

NW_003519372 1 2010 4 KS, 4 AT, 0 C, 0 A Dictyostelium purpureum unplaced genomic scaffold DICPUscaffold_35, whole genome shotgun sequence

NW_003519377 1 2010 5 KS, 5 AT, 0 C, 0 A Dictyostelium purpureum unplaced genomic scaffold DICPUscaffold_40, whole genome shotgun sequence gb|GL87098

AAFI02000013 1 2004 3 KS, 2 AT, 0 C, 0 A Dictyostelium discoideum AX4 chromosome 2 DDB0232470.02, whole genome shotgun sequence

GL883021 1 2010 3 KS, 3 AT, 0 C, 0 A Dictyostelium fasciculatum unplaced genomic scaffold Scf_ET2XIPL01COFD4−5, whole genome shotgun sequence

NZ_ALIF01000007 1 2012 3 KS, 1 AT, 1 C, 2 A Streptococcus salivarius K12 plasmid pRSSL1, complete sequence, whole genome shotgun sequence gb|ALIF01000

CP004121 3 2013 3 KS, 1 AT, 2 C, 1 A Clostridium saccharoperbutylacetonicum N1−4(HMT), complete genome

NZ_ACXX02000001 1 2009 13 KS, 2 AT, 1 C, 1 A Clostridium papyrosolvens DSM 2782 ctg65, whole genome shotgun sequence gb|ACXX02000001.1| Clostridium 

CP004121 1 2013 9 KS, 2 AT, 4 C, 4 A Clostridium saccharoperbutylacetonicum N1−4(HMT), complete genome

NZ_AOIF01000150 1 2013 9 KS, 2 AT, 4 C, 4 A Clostridium saccharoperbutylacetonicum N1−4(HMT) strain ATCC 27021 contig150, whole genome shotgun sequenc

ANBK01003308 1 2012 3 KS, 2 AT, 1 C, 1 A Ascaris suum ASU_somaticContig01155_1.1, whole genome shotgun sequence

ADBU02002795 1 2010 3 KS, 2 AT, 1 C, 0 A Loa loa cont3.2795, whole genome shotgun sequence

XM_003137190 1 2010 3 KS, 2 AT, 1 C, 1 A Loa loa hypothetical protein (LOAG_01652) mRNA, complete cds

NW_001891484 1 2006 3 KS, 2 AT, 1 C, 1 A Brugia malayi scf_13400, whole genome shotgun sequence gb|DS237859.1| Brugia malayi scf_13400 genomic scaffold

XM_001893150 1 2006 3 KS, 1 AT, 0 C, 0 A Brugia malayi Beta−ketoacyl synthase, N−terminal domain containing protein partial mRNA

CAAC03000796 1 2002 6 KS, 3 AT, 1 C, 1 A Caenorhabditis briggsae AF16 WGS project CAAC03000000 data, contig c005900625.Contig8, whole genome shotgun 

FR847123 1 2007 5 KS, 2 AT, 1 C, 1 A Caenorhabditis briggsae draft chromosome, chrX, whole genome shotgun sequence

GL379786 1 2007 4 KS, 2 AT, 1 C, 1 A Caenorhabditis brenneri unplaced genomic scaffold Scfld02_0, whole genome shotgun sequence

AEKS01001755 1 2010 7 KS, 2 AT, 1 C, 1 A Caenorhabditis sp. 11 MAF−2010 strain JU1373 Contig626.35, whole genome shotgun sequence

NW_003319700 1 2005 5 KS, 2 AT, 1 C, 1 A Caenorhabditis remanei Scfld02_0 genomic scaffold, whole genome shotgun sequence gb|DS268407.1| Caenorhabditis

ABLE03033720 1 2008 5 KS, 2 AT, 1 C, 1 A Caenorhabditis japonica strain DF5081 Contig18194.46, whole genome shotgun sequence

NC_003284 1 2000 5 KS, 2 AT, 1 C, 1 A Caenorhabditis elegans Bristol N2 chromosome X, complete sequence emb|BX284606.5| Caenorhabditis elegans Bristol N2

ACKM01001433 1 2011 5 KS, 2 AT, 1 C, 1 A Heterorhabditis bacteriophora strain M31e Contig1262.2, whole genome shotgun sequence

CAVP010013295 1 2013 3 KS, 2 AT, 1 C, 1 A Haemonchus contortus WGS project CAVP0000000 data, strain ISE/inbred ISE, contig Hcontortus_13295, whole geno

CP002403 1 2010 3 KS,  AT, 6 C, 7 A Ruminococcus albus 7, complete genome

NZ_ACOK01000094 1 2009 5 KS, 2 AT, 5 C, 6 A Ruminococcus flavefaciens FD−1 NZ_ACOK01000094, whole genome shotgun sequence gb|ACOK01000094.1| R

EA414773 1 2008 5 KS, 4 AT, 4 C, 3 A Sequence 16881 from patent US 7319142

NZ_HF952051 1 2010 5 KS, 4 AT, 3 C, 3 A Xenorhabdus nematophila F1 genomic scaffold, XENF1_2627_scaffold10, whole genome shotgun sequence emb|HF952

NZ_ACXX02000005 1 2009 3 KS,  AT, 4 C, 5 A Clostridium papyrosolvens DSM 2782 ctg62, whole genome shotgun sequence gb|ACXX02000005.1| Clostridium pa

CP003065 2 2011 5 KS, 1 AT, 2 C, 2 A Clostridium clariflavum DSM 19732, complete genome

CP003235 4 2011 3 KS, 1 AT, 19 C, 19 A Paenibacillus mucilaginosus 3016, complete genome

CP002869 5 2011 3 KS, 1 AT, 23 C, 23 A Paenibacillus mucilaginosus KNP414, complete genome

CP003422 4 2012 3 KS, 1 AT, 19 C, 20 A Paenibacillus mucilaginosus K02, complete genome

AFOX01000016 2 2011 4 KS, 1 AT, 9 C, 8 A Paenibacillus polymyxa ATCC 842 contig16, whole genome shotgun sequence

AMQU01000007 2 2012 4 KS, 1 AT, 10 C, 8 A Paenibacillus sp. ICGEB2008 Contig_7, whole genome shotgun sequence

AP012336 1 2012 3 KS, 1 AT, 6 C, 6 A Streptococcus mutans LJ23 DNA, complete genome

NZ_AHRD01000030 1 2010 3 KS, 1 AT, 5 C, 4 A Streptococcus mutans SA38 contig30, whole genome shotgun sequence gb|AHRD01000030.1| Streptococcus mut

CP001834 1 2009 3 KS, 1 AT, 7 C, 6 A Lactococcus lactis subsp. lactis KF147, complete genome

NZ_ASAE01000001 1 2013 6 KS, 2 AT, 10 C, 8 A Lactococcus lactis subsp. lactis NCDO 2118 LactoNCDO2118_scaffold1, whole genome shotgun sequence gb|AS

CP001348 5 2009 6 KS, 1 AT, 9 C, 9 A Clostridium cellulolyticum H10, complete genome

NZ_ACXX02000014 1 2009 5 KS, 1 AT, 0 C, 0 A Clostridium papyrosolvens DSM 2782 ctg48, whole genome shotgun sequence gb|ACXX02000014.1| Clostridium p

NZ_CM000756 8 2009 3 KS, 1 AT, 2 C, 3 A Bacillus thuringiensis serovar huazhongensis BGSC 4BD1 chromosome, whole genome shotgun sequence gb|CM00075

CP003259 1 2012 3 KS, 2 AT, 8 C, 9 A Clostridium sp. BNL1100, complete genome

NZ_AFDH01000057 1 2011 3 KS, 1 AT, 4 C, 5 A Paenibacillus sp. HGF7 contig00226, whole genome shotgun sequence gb|AFDH01000057.1| Paenibacillus sp. HG

NZ_AMBZ01000008 1 2012 3 KS, 2 AT, 4 C, 4 A Paenibacillus alvei DSM 29 PAV_8c, whole genome shotgun sequence gb|AMBZ01000008.1| Paenibacillus alvei DS

AKCS01000002 1 2012 5 KS, 5 AT, 4 C, 3 A Bacillus sp. FJAT−13831 Scaffold1_2, whole genome shotgun sequence

CP000813 2 2007 4 KS, 3 AT, 2 C, 2 A Bacillus pumilus SAFR−032, complete genome

NZ_ABRX01000003 1 2008 3 KS, 2 AT, 2 C, 2 A Bacillus pumilus ATCC 7061 BAT.Contig112, whole genome shotgun sequence gb|ABRX01000003.1| Bacillus pum

CP003492 2 2012 5 KS, 5 AT, 4 C, 3 A Bacillus sp. JS, complete genome

NZ_AMXN01000005 1 2012 5 KS, 5 AT, 4 C, 3 A Bacillus subtilis subsp. inaquosorum KCTC 13429 14.BSI.1_5, whole genome shotgun sequence gb|AMXN010000

AEHM01000023 1 2010 4 KS, 4 AT, 3 C, 3 A Bacillus subtilis gtP20b 23, whole genome shotgun sequence

AFSH01000055 1 2011 5 KS, 5 AT, 4 C, 3 A Bacillus vallismortis DV1−F−3 scf7180000000916_1, whole genome shotgun sequence

CP001348 2 2009 3 KS, 2 AT, 9 C, 8 A Clostridium cellulolyticum H10, complete genome

NZ_AKKB01000147 1 2012 6 KS,  AT, 11 C, 11 A Brevibacillus sp. CF112 PMI08_contig_201.201, whole genome shotgun sequence gb|AKKB01000147.1| Brevibac

NZ_AOBR01000090 1 2012 3 KS,  AT, 1 C, 2 A Brevibacillus agri BAB−2500 contig90, whole genome shotgun sequence gb|AOBR01000090.1| Brevibacillus agri BA

ARFI01000006 1 2013 16 KS, 4 AT, 15 C, 13 A Paenibacillus sp. HW567 B212DRAFT_scaffold1.1_C6, whole genome shotgun sequence

AGBD01001250 1 2011 4 KS, 1 AT, 3 C, 3 A Paenibacillus riograndensis SBR5 Contig489i, whole genome shotgun sequence

NZ_AJTY01000934 1 2012 7 KS, 1 AT, 5 C, 3 A Paenibacillus sonchi X19−5 S5_contig00982, whole genome shotgun sequence gb|AJTY01000934.1| Paenibacillus 

ARFS01000069 1 2013 3 KS, 4 AT, 3 C, 4 A Brevibacillus laterosporus DSM 25 C236DRAFT_scaffold00005.5_C, whole genome shotgun sequence

NZ_CM000756 5 2009 3 KS, 3 AT, 6 C, 7 A Bacillus thuringiensis serovar huazhongensis BGSC 4BD1 chromosome, whole genome shotgun sequence gb|CM00075

CP003259 2 2012 5 KS, 4 AT, 13 C, 10 A Clostridium sp. BNL1100, complete genome

NZ_AORV01000016 1 2013 7 KS, 5 AT, 3 C, 2 A Clostridium termitidis CT1112 Ct_contig00018, whole genome shotgun sequence gb|AORV01000016.1| Clostridium

CP001037 9 2008 5 KS, 5 AT, 10 C, 5 A Nostoc punctiforme PCC 73102, complete genome

NZ_JH992890 2 2012 3 KS, 4 AT, 7 C, 6 A Fischerella sp. PCC 9339 genomic scaffold PCC9339DRAFT_scaffold5.9, whole genome shotgun sequence gb|JH99289

*** GENE CLUSTER *** KC407996 1 2012 3 KS, 3 AT, 6 C, 5 A Nostoc sp. Peltigera membranacea cyanobiont NRPS−PKS gene cluster 5, complete sequence Nosto

NZ_AJLJ01000239 1 2012 3 KS, 3 AT, 2 C, 2 A Fischerella muscicola SAG 1427−1 = PCC 73103 contig00247, whole genome shotgun sequence gb|AJLJ01000239

NZ_JH992893 6 2012 7 KS, 7 AT, 9 C, 7 A Fischerella sp. PCC 9339 genomic scaffold PCC9339DRAFT_scaffold2.6, whole genome shotgun sequence gb|JH99289

CP003548 2 2012 3 KS, 4 AT, 5 C, 5 A Nostoc sp. PCC 7107, complete genome

NZ_ANNX01000090 1 2012 4 KS, 4 AT, 4 C, 4 A Scytonema hofmanni PCC 7110 contig00090, whole genome shotgun sequence gb|ANNX01000090.1| Scytonema

NZ_AMRG01000015 1 2012 8 KS, 7 AT, 5 C, 6 A Idiomarina xiamenensis 10−D−4 contig15, whole genome shotgun sequence gb|AMRG01000015.1| Idiomarina xia

KB235898 2 2012 4 KS, 4 AT, 5 C, 6 A Oscillatoria formosa PCC 6407 genomic scaffold Oscil6407scaffold_1, whole genome shotgun sequence

NZ_CACA01000370 1 2010 4 KS, 4 AT, 5 C, 6 A Oscillatoria sp. PCC 6506 whole genome shotgun sequence, Contig408 emb|CACA01000370.1| Oscillatoria sp. PC

ARGO01000022 1 2013 3 KS, 3 AT, 6 C, 4 A Paenibacillus sanguinis 2301083 = DSM 16941 C557DRAFT_scaffold00015.15_C, whole genome shotgun sequence

AX024213 1 2000 7 KS, 5 AT, 3 C, 3 A Sequence 2 from Patent DE19846493

ALKF01000205 1 2012 5 KS, 5 AT, 4 C, 3 A Paenibacillus sp. OSY−SE Contig205, whole genome shotgun sequence

NZ_AHKH01000007 1 2012 7 KS, 7 AT, 5 C, 4 A Paenibacillus dendritiformis C454 PDENDC1000007, whole genome shotgun sequence gb|AHKH01000007.1| Pae

AEDB02000094 1 2010 3 KS, 2 AT, 2 C, 5 A Acetivibrio cellulolyticus CD2 Acecescaffold_9_Cont94, whole genome shotgun sequence

NZ_AMZN01000025 1 2012 6 KS, 6 AT, 9 C, 9 A Fulvivirga imtechensis AK7 contig25, whole genome shotgun sequence gb|AMZN01000025.1| Fulvivirga imtechens

NZ_AORV01000026 2 2013 3 KS, 2 AT, 3 C, 5 A Clostridium termitidis CT1112 Ct_contig00029, whole genome shotgun sequence gb|AORV01000026.1| Clostridium

NZ_AEUW02000001 1 2011 4 KS, 1 AT, 4 C, 4 A Streptococcus macacae NCTC 11558 final_molecule, whole genome shotgun sequence gb|AEUW02000001.1| Str

NZ_AHRU01000052 1 2010 4 KS, 1 AT, 4 C, 4 A Streptococcus mutans 5SM3 contig52, whole genome shotgun sequence gb|AHRU01000052.1| Streptococcus mut

NZ_AHRZ01000032 1 2010 4 KS, 1 AT, 4 C, 4 A Streptococcus mutans NMT4863 contig32, whole genome shotgun sequence gb|AHRZ01000032.1| Streptococcus 

NZ_ANHX01000004 1 2012 3 KS, 2 AT, 4 C, 3 A Paenibacillus sp. PAMC 26794 5104_4, whole genome shotgun sequence gb|ANHX01000004.1| Paenibacillus sp. P

AGGV01000004 1 2011 3 KS, 1 AT, 4 C, 4 A Streptococcus sobrinus TCI−348 contig00004, whole genome shotgun sequence

NZ_AEKN01000012 1 2010 3 KS, 2 AT, 4 C, 4 A Streptococcus downei F0415 ctg1126915017561, whole genome shotgun sequence gb|AEKN01000012.1| Streptoc

CP002400 1 2010 3 KS, 1 AT, 2 C, 2 A Ethanoligenens harbinense YUAN−3, complete genome

NZ_ANHX01000002 2 2012 6 KS, 1 AT, 3 C, 3 A Paenibacillus sp. PAMC 26794 5104_2, whole genome shotgun sequence gb|ANHX01000002.1| Paenibacillus sp. P

CP003147 1 2011 5 KS, 3 AT, 6 C, 7 A Pseudovibrio sp. FO−BEG1, complete genome

NZ_KB732771 2 2012 6 KS, 3 AT, 6 C, 7 A Escherichia coli KTE67 genomic scaffold acEvz−supercont1.2, whole genome shotgun sequence gb|KB732771.1| Esche

NZ_KB732897 2 2012 5 KS, 3 AT, 6 C, 6 A Escherichia coli KTE93 genomic scaffold acEnQ−supercont1.3, whole genome shotgun sequence gb|KB732897.1| Esche

NZ_KB732437 2 2012 5 KS, 3 AT, 6 C, 6 A Escherichia coli KTE189 genomic scaffold acEoh−supercont1.7, whole genome shotgun sequence gb|KB732437.1| Esch

NZ_JH590471 1 2011 5 KS, 3 AT, 6 C, 5 A Escherichia coli H397 genomic scaffold supercont1.1, whole genome shotgun sequence gb|JH590471.1| Escherichia coli

NZ_GG669095 1 2009 5 KS, 3 AT, 6 C, 5 A Escherichia coli 83972 genomic scaffold SCAFFOLD1, whole genome shotgun sequence gb|GG669095.1| Escherichia c

NZ_DS999462 1 2008 4 KS, 3 AT, 3 C, 4 A Escherichia sp. 3_2_53FAA genomic scaffold supercont1.4, whole genome shotgun sequence gb|DS999462.1| Escherich

NZ_AOQL01000099 1 2013 9 KS, 3 AT, 5 C, 7 A Escherichia coli TOP550−1 99, whole genome shotgun sequence gb|AOQL01000099.1| Escherichia coli TOP550−

NZ_AOQK01000058 2 2013 5 KS, 4 AT, 6 C, 7 A Escherichia coli TOP498 58, whole genome shotgun sequence gb|AOQK01000058.1| Escherichia coli TOP498 58,

NZ_AOQH01000062 2 2013 6 KS, 3 AT, 8 C, 9 A Escherichia coli TOP293−2 62, whole genome shotgun sequence gb|AOQH01000062.1| Escherichia coli TOP293−

NZ_ANYA01000075 1 2012 3 KS, 3 AT, 4 C, 5 A Escherichia coli KTE137 acwoT−supercont1.75, whole genome shotgun sequence gb|ANYA01000075.1| Escherich

NZ_ANXX01000076 1 2012 3 KS, 3 AT, 3 C, 4 A Escherichia coli KTE129 acwop−supercont1.76, whole genome shotgun sequence gb|ANXX01000076.1| Escherich

JH650817 2 2012 4 KS, 3 AT, 3 C, 4 A Escherichia coli LCT−EC106 genomic scaffold Scaffold2, whole genome shotgun sequence

GL878184 3 2011 5 KS, 3 AT, 5 C, 6 A Escherichia coli 9.1649 genomic scaffold scf1126622178362, whole genome shotgun sequence

FB714755 1 2007 5 KS, 3 AT, 6 C, 7 A Sequence 169 from Patent WO2007128838 gb|GZ511289.1| Sequence 169 from patent US 8277798

AX702471 1 2002 4 KS, 3 AT, 6 C, 6 A Sequence 57 from Patent WO02059320

AX276312 1 2001 4 KS, 3 AT, 6 C, 6 A Sequence 921 from Patent WO0166572

ANXL01000101 1 2012 3 KS, 3 AT, 4 C, 4 A Escherichia coli KTE104 acwor−supercont1.100.C101, whole genome shotgun sequence

ANTD01000022 2 2012 4 KS, 3 AT, 5 C, 6 A Escherichia coli KTE187 acEoa−supercont1.4.C22, whole genome shotgun sequence

AMUQ01000227 1 2010 3 KS, 3 AT, 3 C, 4 A Escherichia coli N1 N1.contig.215_1, whole genome shotgun sequence

*** GENE CLUSTER *** AM229678 1 2006 5 KS, 3 AT, 6 C, 7 A Escherichia coli colibactin polyketide biosynthesis gene cluster and flanking regions, strain IHE3034

AE014075 3 2002 5 KS, 3 AT, 7 C, 7 A Escherichia coli CFT073, complete genome

NZ_GL871979 1 2010 5 KS, 4 AT, 9 C, 8 A Escherichia coli H263 genomic scaffold supercont2.3, whole genome shotgun sequence gb|GL871979.1| Escherichia col

NZ_GG772310 1 2010 3 KS, 3 AT, 4 C, 4 A Escherichia coli MS 45−1 genomic scaffold Scfld954, whole genome shotgun sequence gb|GG772310.1| Escherichia co

NZ_CAPM01000072 1 2012 3 KS, 3 AT, 2 C, 3 A Escherichia coli Nissle 1917 WGS project CAPM00000000 data, contig 14, whole genome shotgun sequence emb

NZ_AOQF01000032 1 2013 3 KS, 3 AT, 2 C, 3 A Escherichia coli TOP291 32, whole genome shotgun sequence gb|AOQF01000032.1| Escherichia coli TOP291 32, 

NZ_AOQB01000051 1 2013 5 KS, 3 AT, 6 C, 7 A Escherichia coli TOP379 51, whole genome shotgun sequence gb|AOQB01000051.1| Escherichia coli TOP379 51,

NZ_ANXN01000037 1 2012 3 KS, 3 AT, 4 C, 5 A Escherichia coli KTE106 acwoD−supercont1.37, whole genome shotgun sequence gb|ANXN01000037.1| Escheric

KB000001 1 2012 3 KS, 3 AT, 1 C, 3 A Escherichia coli LCT−EC59 genomic scaffold Scaffold001, whole genome shotgun sequence

NZ_AAJU02000001 1 2005 5 KS, 3 AT, 4 C, 6 A Escherichia coli F11 gcontig_1112495916998, whole genome shotgun sequence gb|AAJU02000001.1| Escherichia

NZ_GG773212 1 2010 5 KS, 4 AT, 8 C, 8 A Escherichia coli MS 153−1 genomic scaffold Scfld1075, whole genome shotgun sequence gb|GG773212.1| Escherichia 

NZ_AOQJ01000338 1 2013 13 KS, 3 AT, 6 C, 7 A Escherichia coli TOP293−4 338, whole genome shotgun sequence gb|AOQJ01000338.1| Escherichia coli TOP293

NZ_AOQF01000016 1 2013 5 KS, 2 AT, 5 C, 6 A Escherichia coli TOP291 16, whole genome shotgun sequence gb|AOQF01000016.1| Escherichia coli TOP291 16, 

DM055299 2 2008 6 KS, 4 AT, 8 C, 10 A PROTEINS AND NUCLEIC ACIDS FROM MENINGITIS/SEPSIS−ASSOCIATED ESCHERICHIA COLI

CP001969 3 2010 4 KS, 2 AT, 3 C, 3 A Escherichia coli IHE3034, complete genome

CP002167 1 2010 5 KS, 3 AT, 5 C, 7 A Escherichia coli UM146, complete genome

NZ_AJJI01000014 1 2012 3 KS, 3 AT, 2 C, 3 A Klebsiella pneumoniae subsp. pneumoniae DSM 30104 Contig00014, whole genome shotgun sequence gb|AJJI0100

APVQ01000103 1 2013 3 KS, 3 AT, 4 C, 4 A Klebsiella pneumoniae UHKPC81 contig00047, whole genome shotgun sequence

CP000822 1 2007 5 KS, 3 AT, 6 C, 7 A Citrobacter koseri ATCC BAA−895, complete genome

FO203355 1 2012 5 KS, 3 AT, 5 C, 7 A Enterobacter aerogenes EA1509E complete genome

CP003785 1 2012 5 KS, 3 AT, 5 C, 7 A Klebsiella pneumoniae subsp. pneumoniae 1084, complete genome

NZ_JH930438 1 2012 4 KS, 3 AT, 5 C, 6 A Klebsiella pneumoniae subsp. pneumoniae WGLW1 genomic scaffold supercont1.1, whole genome shotgun sequence gb

NZ_AMZO01000006 1 2012 4 KS, 2 AT, 5 C, 5 A Photobacterium sp. AK15 contig6, whole genome shotgun sequence gb|AMZO01000006.1| Photobacterium sp. AK

ASRQ01000085 1 2012 3 KS, 3 AT, 3 C, 4 A Bioreactor metagenome BK7contig00085, whole genome shotgun sequence

CP001999 1 2010 3 KS, 3 AT, 3 C, 4 A Arcobacter nitrofigilis DSM 7299, complete genome

NZ_AKJW01000011 1 2012 6 KS, 1 AT, 10 C, 9 A Herbaspirillum sp. CF444 PMI16_contig_19.19, whole genome shotgun sequence gb|AKJW01000011.1| Herbasp

ARME01000008 1 2013 6 KS, 6 AT, 2 C, 2 A Acidobacteriaceae bacterium KBS 89 G003DRAFT_scaffold00003.3_C, whole genome shotgun sequence

CP000155 3 2005 3 KS, 3 AT, 8 C, 8 A Hahella chejuensis KCTC 2396, complete genome

CP000875 9 2007 16 KS, 16 AT, 7 C, 8 A Herpetosiphon aurantiacus DSM 785, complete genome

ARCV01000001 1 2013 4 KS, 4 AT, 10 C, 10 A Methyloversatilis sp. NVD A3Q7DRAFT_scaffold1.1_C1, whole genome shotgun sequence

CP001032 1 2008 6 KS, 3 AT, 11 C, 10 A Opitutus terrae PB90−1, complete genome

CP003130 2 2011 3 KS, 1 AT, 9 C, 9 A Granulicella mallensis MP5ACTX8, complete genome

CP003549 2 2012 3 KS, 3 AT, 8 C, 6 A Rivularia sp. PCC 7116, complete genome

NZ_AAXW01000011 1 2007 4 KS, 4 AT, 7 C, 5 A Cyanothece sp. CCY0110 1101676644580, whole genome shotgun sequence gb|AAXW01000011.1| Cyanothece 

CP001287 2 2008 4 KS, 4 AT, 9 C, 7 A Cyanothece sp. PCC 8801, complete genome

CP001701 2 2009 4 KS, 4 AT, 9 C, 7 A Cyanothece sp. PCC 8802, complete genome

NZ_AADV02000002 1 2004 4 KS, 4 AT, 1 C, 2 A Crocosphaera watsonii WH 8501 ctg361, whole genome shotgun sequence gb|AADV02000002.1| Crocosphaera wa

CP000806 1 2007 4 KS, 4 AT, 10 C, 10 A Cyanothece sp. ATCC 51142 circular chromosome, complete sequence

CP003647 3 2012 3 KS, 3 AT, 3 C, 3 A Gloeocapsa sp. PCC 7428 plasmid pGLO7428.01, complete sequence

ALWC01000008 1 2012 4 KS, 4 AT, 11 C, 7 A Synechococcus sp. PCC 7336 Syn7336Cscaffold_1_Cont8, whole genome shotgun sequence

AOFE01000070 1 2003 4 KS, 4 AT, 4 C, 5 A Nodularia spumigena CCY9414 chr_69, whole genome shotgun sequence

NZ_AAVW01000021 1 2006 4 KS, 4 AT, 3 C, 4 A Nodularia spumigena CCY9414 1099428179496, whole genome shotgun sequence gb|AAVW01000021.1| Nodula

NZ_HE972977 1 2012 4 KS, 3 AT, 6 C, 7 A Microcystis aeruginosa PCC 9443 genomic scaffold, AAI_C_2197_scaffold56, whole genome shotgun sequence emb|HE

NZ_HE973588 1 2012 4 KS, 3 AT, 4 C, 5 A Microcystis aeruginosa PCC 9808 genomic scaffold, AAI_G_2201_scaffold9, whole genome shotgun sequence emb|HE9

*** GENE CLUSTER *** AF183408 1 1999 4 KS, 3 AT, 6 C, 7 A Microcystis aeruginosa PCC 7806 DNA polymerase III beta subunit (dnaN) gene, partial cds, microcy

AB032549 1 1999 4 KS, 3 AT, 2 C, 2 A Microcystis aeruginosa mcyD, mcyE, mcyF, mcyG, mcyH, mcyI, mcyJ, dnaN genes for polyketide synthase, polykeitde synthas

*** GENE CLUSTER *** AJ441056 1 2002 4 KS, 4 AT, 6 C, 7 A Planktothrix agardhii microcystin synthesis gene cluster

AM990462 1 2008 4 KS, 4 AT, 6 C, 7 A Planktothrix rubescens NIVA−CYA 98 microcystin synthetase operon, strain NIVA−CYA 98

*** GENE CLUSTER *** AY212249 1 2003 4 KS, 3 AT, 6 C, 7 A Anabaena sp. 90 hypothetical protein genes, complete cds, microcystin biosynthesis gene cluster, com

NZ_JH992893 3 2012 5 KS, 5 AT, 10 C, 13 A Fischerella sp. PCC 9339 genomic scaffold PCC9339DRAFT_scaffold2.6, whole genome shotgun sequence gb|JH992

JF342593 1 2011 5 KS, 3 AT, 1 C, 2 A Uncultured Acidobacteria bacterium C5 clone fosmid C5, partial sequence

NZ_JH109153 2 2010 8 KS, 8 AT, 11 C, 11 A Methylobacter tundripaludum SV96 genomic scaffold Mettuscaffold_2, whole genome shotgun sequence gb|JH109153

CP003643 1 2012 4 KS, 6 AT, 5 C, 7 A Cylindrospermum stagnale PCC 7417 plasmid pCYLST.01, partial sequence

*** GENE CLUSTER *** EF159954 1 2006 3 KS, 3 AT, 3 C, 3 A Nostoc sp. ATCC 53789 cryptophycin biosynthetic gene cluster, complete sequence

*** GENE CLUSTER *** JF430079 1 2011 3 KS, 3 AT, 6 C, 7 A Nostoc sp. 152 ResB−like protein gene, partial cds, ABC transporter, hypothetical protein, GTP cycloh

*** GENE CLUSTER *** HM639990 1 2010 4 KS, 4 AT, 4 C, 4 A Sorangium cellulosum strain So ce690 leupyrrin gene cluster, complete sequence

NZ_CACA01000348 1 2010 5 KS, 5 AT, 1 C, 3 A Oscillatoria sp. PCC 6506 whole genome shotgun sequence, Contig384−396corrige emb|CACA01000348.1| Oscilla

*** GENE CLUSTER *** FJ418586 1 2008 5 KS, 5 AT, 0 C, 1 A Oscillatoria sp. PCC 6506 cylindrospermopsin biosynthetic gene cluster, complete sequence

KB235898 1 2012 6 KS, 6 AT, 1 C, 4 A Oscillatoria formosa PCC 6407 genomic scaffold Oscil6407scaffold_1, whole genome shotgun sequence

*** GENE CLUSTER *** GQ385961 1 2009 5 KS, 5 AT, 0 C, 1 A Aphanizomenon sp. 10E6 RNA−binding S1 domain−containing protein, oxidoreductase alpha subuni

*** GENE CLUSTER *** EU140798 1 2007 5 KS, 5 AT, 0 C, 1 A Cylindrospermopsis raciborskii AWT205 cylindrospermopsin biosynthesis gene cluster, complete seq

*** GENE CLUSTER *** JN873921 1 2011 5 KS, 5 AT, 0 C, 1 A Raphidiopsis curvata CHAB1150 cylindrospermopsin biosynthesis gene cluster, complete sequence

CP003642 12 2012 3 KS, 3 AT, 0 C, 1 A Cylindrospermum stagnale PCC 7417, complete genome

*** GENE CLUSTER *** FJ477836 1 2008 3 KS, 3 AT, 0 C, 1 A Oscillatoria sp. PCC 6506 anatoxin−a and homoanatoxin−a biosynthetic gene cluster, complete seque

*** GENE CLUSTER *** JF803645 1 2011 3 KS, 3 AT, 0 C, 1 A Anabaena sp. 37 anatoxin−a synthetase gene cluster, complete sequence

NZ_KB235906 1 2012 3 KS, 3 AT, 0 C, 1 A Oscillatoria formosa PCC 6407 genomic scaffold Oscil6407scaffold_9, whole genome shotgun sequence gb|KB235906.1

CP001037 7 2008 9 KS, 9 AT, 1 C, 1 A Nostoc punctiforme PCC 73102, complete genome

AREY01000059 1 2013 3 KS, 1 AT, 4 C, 4 A Desulfobacter curvatus DSM 3379 B147DRAFT_scaffold_55.56_C, whole genome shotgun sequence

NZ_JH992892 1 2012 3 KS, 2 AT, 1 C, 1 A Fischerella sp. PCC 9339 genomic scaffold PCC9339DRAFT_scaffold3.7, whole genome shotgun sequence gb|JH99289

*** GENE CLUSTER *** AM946600 1 2008 11 KS, 12 AT, 2 C, 2 A Chondromyces crocatus ajudazol biosynthesis gene cluster, strain Cmc5

NZ_ACXX02000025 1 2009 4 KS, 2 AT, 0 C, 0 A Clostridium papyrosolvens DSM 2782 ctg41, whole genome shotgun sequence gb|ACXX02000025.1| Clostridium p

*** GENE CLUSTER *** AY522504 1 2004 7 KS, 6 AT, 3 C, 2 A Lyngbya majuscula jamaicamide biosynthesis gene cluster, complete sequence

*** GENE CLUSTER *** AEPQ01000286 1 2010 9 KS, 9 AT, 1 C, 1 A Lyngbya majuscula 3L curacin biosynthetic gene cluster, complete sequence Moorea producens

*** GENE CLUSTER *** AY652953 1 2004 10 KS, 9 AT, 1 C, 1 A Lyngbya majuscula strain 19L curacin biosynthesis gene cluster, complete sequence

NZ_JH992893 1 2012 3 KS, 3 AT, 5 C, 5 A Fischerella sp. PCC 9339 genomic scaffold PCC9339DRAFT_scaffold2.6, whole genome shotgun sequence gb|JH99289

AJ421825 1 2001 9 KS, 10 AT, 0 C, 0 A Stigmatella aurantiaca ORF8, ORF7, ORF6, ORF5, ORF4, ORF3, ORF2, ORF1, stiA gene, stiB gene, stiC gene, stiD gene, s

*** GENE CLUSTER *** FN547928 1 2009 6 KS, 6 AT, 3 C, 2 A Chondromyces crocatus crocacin biosynthetic gene cluster, strain Cmc5

AX153789 1 2001 4 KS, 4 AT, 2 C, 2 A Sequence 113 from Patent WO0140497

AX153790 1 2001 4 KS, 4 AT, 2 C, 2 A Sequence 114 from Patent WO0140497

*** GENE CLUSTER *** HE616533 1 2011 7 KS, 9 AT, 1 C, 1 A Sorangium cellulosum pellasoren biosynthesis gene cluster, strain So ce38

DQ289494 1 2005 4 KS, 4 AT, 0 C, 0 A Synthetic construct EpoD (epoD) gene, complete cds

*** GENE CLUSTER *** AF210843 1 1999 9 KS, 9 AT, 1 C, 1 A Sorangium cellulosum strain So ce90 epothilone biosynthesis gene cluster, complete sequence

*** GENE CLUSTER *** BD251442 1 1999 9 KS, 9 AT, 1 C, 1 A Sorangium cellulosum putative transposase gene, partial cds, putative transposase gene, complete c

CP004025 10 2013 8 KS, 8 AT, 3 C, 4 A Myxococcus stipitatus DSM 14675, complete genome

NZ_AKXT01000045 2 2012 3 KS, 3 AT, 1 C, 1 A Chondromyces apiculatus DSM 436 contig45, whole genome shotgun sequence gb|AKXT01000045.1| Chondromyc

NZ_AKYI02000004 1 2005 7 KS, 8 AT, 2 C, 2 A Myxococcus xanthus DZ2 contig_000004, whole genome shotgun sequence gb|AKYI02000004.1| Myxococcus xant

*** GENE CLUSTER *** AF319998 1 2000 7 KS, 8 AT, 1 C, 1 A Stigmatella aurantiaca myxalamid biosynthetic gene cluster, complete sequence

DQ190053 1 2005 3 KS, 3 AT, 0 C, 0 A Cystobacter fuscus MmxC (mmxC) and MmxB (mmxB) genes, partial cds

CP004025 15 2013 8 KS, 6 AT, 2 C, 3 A Myxococcus stipitatus DSM 14675, complete genome

NZ_AKXT01000036 2 2012 4 KS, 3 AT, 1 C, 1 A Chondromyces apiculatus DSM 436 contig36, whole genome shotgun sequence gb|AKXT01000036.1| Chondromyc

CP002830 10 2011 6 KS, 4 AT, 2 C, 3 A Myxococcus fulvus HW−1, complete genome

AR619800 1 2004 3 KS, 3 AT, 1 C, 1 A Sequence 1195 from patent US 6833447

CP000113 10 2005 6 KS, 5 AT, 2 C, 3 A Myxococcus xanthus DK 1622, complete genome

NZ_ANAH01000031 1 2013 6 KS, 4 AT, 2 C, 3 A Cystobacter fuscus DSM 2262 contig31, whole genome shotgun sequence gb|ANAH01000031.1| Cystobacter fusc

NZ_AAMD01000058 1 2006 5 KS, 3 AT, 3 C, 5 A Stigmatella aurantiaca DW4/3−1 gsam_550, whole genome shotgun sequence gb|AAMD01000058.1| Stigmatella a

*** GENE CLUSTER *** BN001209 1 2008 7 KS, 5 AT, 2 C, 3 A TPA_exp: Stigmatella aurantiaca DW4/3−1 Dkxanthene biosynthetic gene cluster

CP002271 13 2010 7 KS, 5 AT, 8 C, 9 A Stigmatella aurantiaca DW4/3−1, complete genome

CP004025 13 2013 4 KS, 5 AT, 4 C, 4 A Myxococcus stipitatus DSM 14675, complete genome

*** GENE CLUSTER *** AF188287 1 1999 5 KS, 6 AT, 3 C, 3 A Stigmatella aurantiaca myxothiazol gene cluster, complete sequence

CP002271 10 2010 5 KS, 6 AT, 3 C, 4 A Stigmatella aurantiaca DW4/3−1, complete genome

*** GENE CLUSTER *** AJ557546 1 2003 4 KS, 4 AT, 3 C, 3 A Melittangium lichenicola melithiazol gene cluster

*** GENE CLUSTER *** AY834753 1 2004 4 KS, 4 AT, 3 C, 3 A Cystobacter fuscus cystothiazole A gene cluster, complete sequence

ACCP01000066 1 2008 7 KS,  AT, 1 C, 1 A Micromonas pusilla CCMP1545 MICPUCscaffold_2_Cont66, whole genome shotgun sequence

NZ_AJWL01000058 1 2012 8 KS, 8 AT, 4 C, 4 A Hydrogenophaga sp. PBC contig62, whole genome shotgun sequence gb|AJWL01000058.1| Hydrogenophaga sp. 

HE577055 1 2011 3 KS, 3 AT, 6 C, 6 A Paenibacillus polymyxa M1 plasmid pPPM1a, complete replicon

KB235958 1 2012 4 KS, 3 AT, 2 C, 2 A Geitlerinema sp. PCC 7105 genomic scaffold Gei7105DRAFT_GPC.5, whole genome shotgun sequence

CP003389 10 2012 3 KS, 3 AT, 18 C, 18 A Corallococcus coralloides DSM 2259, complete genome

CP003389 15 2012 3 KS, 3 AT, 2 C, 2 A Corallococcus coralloides DSM 2259, complete genome

CP004025 7 2013 3 KS, 2 AT, 12 C, 12 A Myxococcus stipitatus DSM 14675, complete genome

CP002830 6 2011 6 KS, 6 AT, 25 C, 26 A Myxococcus fulvus HW−1, complete genome

CP000113 5 2005 6 KS, 6 AT, 23 C, 23 A Myxococcus xanthus DK 1622, complete genome

NZ_AKYI02000031 1 2012 6 KS, 6 AT, 23 C, 23 A Myxococcus xanthus DZ2 contig_000031, whole genome shotgun sequence gb|AKYI02000031.1| Myxococcus xa

AAEE01000008 1 2001 7 KS, 2 AT, 0 C, 1 A Cryptosporidium parvum Iowa II chromosome 4 chr4.s2, whole genome shotgun sequence

AAZY02000002 1 2007 7 KS, 2 AT, 0 C, 2 A Cryptosporidium muris RN66 gcontig_1106632353873, whole genome shotgun sequence

FR823388 1 2011 7 KS, 5 AT, 0 C, 0 A Neospora caninum Liverpool complete genome, chromosome VIIa

NW_002234541 1 2008 7 KS, 3 AT, 0 C, 0 A Toxoplasma gondii ME49 scf_1112359874582, whole genome shotgun sequence gb|DS984733.1| Toxoplasma gondii M

AAQM02000103 1 2006 6 KS, 3 AT, 0 C, 0 A Toxoplasma gondii GT1 gcontig_1107000953022, whole genome shotgun sequence

EQ970686 1 2007 3 KS, 2 AT, 0 C, 0 A Toxoplasma gondii VEG scf_1104442825178 genomic scaffold, whole genome shotgun sequence

FR823380 1 2011 4 KS, 3 AT, 0 C, 0 A Neospora caninum Liverpool complete genome, chromosome Ia

AM055942 1 2005 4 KS, 3 AT, 0 C, 0 A Toxoplasma gondii RH, genomic DNA chromosome Ia

ABPA02000165 1 2008 4 KS, 3 AT, 0 C, 1 A Toxoplasma gondii ME49 contig_1144, whole genome shotgun sequence

AFYV01002526 1 2011 3 KS, 2 AT, 0 C, 0 A Toxoplasma gondii RUB contig02526, whole genome shotgun sequence

AAEE01000004 1 1998 3 KS, 3 AT, 0 C, 1 A Cryptosporidium parvum Iowa II chromosome 3 chr3.s2, whole genome shotgun sequence

AAZY02000005 1 2007 3 KS, 3 AT, 0 C, 1 A Cryptosporidium muris RN66 gcontig_1106632353815, whole genome shotgun sequence

CM001373 2 2011 3 KS,  AT, 2 C, 1 A Fluoribacter dumoffii NY 23 chromosome, whole genome shotgun sequence

CP000675 1 2004 4 KS, 1 AT, 1 C, 1 A Legionella pneumophila str. Corby, complete genome

CP000442 1 2006 11 KS, 2 AT, 1 C, 0 A Burkholderia ambifaria AMMD chromosome 3, complete sequence

NZ_CANP01000037 1 2012 5 KS,  AT, 0 C, 0 A Legionella anisa str. Linanisette WGS project CANP00000000 data, contig 00037, whole genome shotgun sequence

AGVT01000006 1 2011 5 KS,  AT, 0 C, 1 A Fluoribacter dumoffii Tex−KL contig6, whole genome shotgun sequence

CM001373 4 2011 5 KS,  AT, 0 C, 0 A Fluoribacter dumoffii NY 23 chromosome, whole genome shotgun sequence

CP000875 4 2007 3 KS, 3 AT, 20 C, 18 A Herpetosiphon aurantiacus DSM 785, complete genome

CP002271 9 2010 4 KS, 5 AT, 0 C, 0 A Stigmatella aurantiaca DW4/3−1, complete genome

CP000117 3 2005 3 KS, 2 AT, 2 C, 2 A Anabaena variabilis ATCC 29413, complete genome

NZ_AQXF01000001 1 2013 8 KS,  AT, 3 C, 2 A Kordiimonas gwangyangensis DSM 19435 B150DRAFT_scaffold_0.1_C, whole genome shotgun sequence gb|AQXF

FP929140 4 2010 3 KS, 3 AT, 1 C, 1 A gamma proteobacterium HdN1 complete genome

ARCX01000031 1 2009 5 KS, 5 AT, 0 C, 0 A Teredinibacter turnerae T0609 B013DRAFT_scaffold00020.20_C, whole genome shotgun sequence

ARMG01000029 2 2013 4 KS, 4 AT, 0 C, 0 A Teredinibacter turnerae T8402 G008DRAFT_scaffold00003.3_C1, whole genome shotgun sequence

ALVS01000020 1 2012 3 KS, 3 AT, 1 C, 1 A Fischerella sp. PCC 9339 PCC9339DRAFT_scaffold4.8_C1, whole genome shotgun sequence

CP001037 3 2008 5 KS, 4 AT, 0 C, 1 A Nostoc punctiforme PCC 73102, complete genome

CP003659 1 2012 3 KS, 1 AT, 2 C, 1 A Anabaena cylindrica PCC 7122, complete genome

NZ_ACXX02000004 1 2009 9 KS, 3 AT, 0 C, 0 A Clostridium papyrosolvens DSM 2782 ctg61, whole genome shotgun sequence gb|ACXX02000004.1| Clostridium p

CP001037 8 2008 3 KS, 2 AT, 0 C, 0 A Nostoc punctiforme PCC 73102, complete genome

KB217478 3 2012 3 KS, 1 AT, 0 C, 0 A Calothrix sp. PCC 7103 genomic scaffold Cal7103DRAFT_CPM.6, whole genome shotgun sequence

CP001344 1 2009 3 KS, 2 AT, 0 C, 0 A Cyanothece sp. PCC 7425, complete genome

*** GENE CLUSTER *** JX477167 1 2012 3 KS, 2 AT, 0 C, 0 A Cylindrospermum licheniforme UTEX B 2014 cylindrocyclophane biosynthetic gene cluster, complete 

CP003642 6 2012 3 KS, 2 AT, 0 C, 0 A Cylindrospermum stagnale PCC 7417, complete genome

ABRV01000025 1 2008 3 KS, 2 AT, 0 C, 0 A Synechococcus sp. PCC 7335 ctg_1103496006880, whole genome shotgun sequence

*** GENE CLUSTER *** AY907537 1 2005 16 KS, 16 AT, 0 C, 0 A Uncultured bacterial symbiont of Discodermia dissoluta polyketide synthesis gene cluster, partial se

ARAB01000012 1 2013 4 KS, 4 AT, 2 C, 1 A Methylosinus sp. LW4 MetLW4DRAFT_scaffold2.2_C4, whole genome shotgun sequence

CP000511 2 2006 3 KS, 3 AT, 2 C, 1 A Mycobacterium vanbaalenii PYR−1, complete genome

CP000393 2 2006 3 KS, 3 AT, 1 C, 1 A Trichodesmium erythraeum IMS101, complete genome

CP001804 4 2009 6 KS, 7 AT, 1 C, 0 A Haliangium ochraceum DSM 14365, complete genome

*** GENE CLUSTER *** CP002271 15 2007 8 KS, 9 AT, 0 C, 0 A Stigmatella aurantiaca aurafuron biosynthetic gene cluster, strain DW4/3−1 Stigmatella aurantiaca D

CP001804 8 2009 16 KS, 18 AT, 5 C, 2 A Haliangium ochraceum DSM 14365, complete genome

NZ_ASSS01000010 1 2013 4 KS, 1 AT, 6 C, 6 A Eubacterium sp. 14−2 acPFD−supercont1.2.C10, whole genome shotgun sequence gb|ASSS01000010.1| Eubacte

NZ_GL385309 1 2010 6 KS, 2 AT, 0 C, 0 A Pseudomonas syringae pv. aceris str. M302273 genomic scaffold Scaffold_2, whole genome shotgun sequence gb|GL38

ALAC01000005 1 2005 6 KS, 2 AT, 0 C, 0 A Pseudomonas syringae pv. panici str. LMG 2367 Pseudomonassyringaepv.paniciContig_5, whole genome shotgun sequ

NZ_GG700501 1 2009 7 KS, 2 AT, 0 C, 0 A Pseudomonas syringae pv. syringae FF5 genomic scaffold scf_7094_1238, whole genome shotgun sequence gb|GG700

NZ_GL384901 1 2010 6 KS, 2 AT, 0 C, 0 A Pseudomonas syringae pv. pisi str. 1704B genomic scaffold Scaffold_5, whole genome shotgun sequence gb|GL384901

NZ_GL385260 1 2010 6 KS, 2 AT, 0 C, 0 A Pseudomonas syringae pv. aptata str. DSM 50252 genomic scaffold Scaffold_5, whole genome shotgun sequence gb|GL

FN667742 2 2010 8 KS, 1 AT, 5 C, 3 A Xenorhabdus nematophila ATCC 19061 chromosome, complete genome

NZ_AHBZ01000008 1 2011 4 KS, 1 AT, 1 C, 1 A Pseudoalteromonas citrea NCIMB 1889 Pcit_ctg008, whole genome shotgun sequence gb|AHBZ01000008.1| Pseu

NZ_AHCD01000005 1 2011 4 KS, 1 AT, 1 C, 1 A Pseudoalteromonas rubra ATCC 29570 Prub_ctg005, whole genome shotgun sequence gb|AHCD01000005.1| Pse

CP000076 3 2005 16 KS, 2 AT, 2 C, 1 A Pseudomonas protegens Pf−5, complete genome

FP885891 2 2010 16 KS, 2 AT, 2 C, 1 A Ralstonia solanacearum PSI07 megaplasmid mpPSI07, complete sequence

FR854071 1 2011 16 KS, 3 AT, 2 C, 1 A blood disease bacterium R229, genomic contig 00015−1626

HE963103 1 2012 16 KS, 2 AT, 2 C, 1 A Burkholderia endofungorum rhizoxin operon, strain HKI 456

AM411073 1 2006 16 KS, 2 AT, 2 C, 1 A Burkholderia rhizoxina rhizoxin operon (rhiIGABCDHEF genes), strain B1

FR687359 2 2010 16 KS, 2 AT, 2 C, 1 A Burkholderia rhizoxinica HKI 454, complete genome

CP002820 2 2011 7 KS, 2 AT, 2 C, 0 A Ralstonia solanacearum Po82 megaplasmid, complete sequence

FP885907 2 2010 16 KS, 2 AT, 2 C, 1 A Ralstonia solanacearum str. CFBP2957 plasmid RCFBPv3_mp, complete genome

NZ_GG657738 10 2009 11 KS, 2 AT, 0 C, 0 A Micromonospora sp. ATCC 39149 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG657738.1| 

ARGG01000047 1 2013 9 KS, 1 AT, 0 C, 0 A Salinispora pacifica CNR942 C549DRAFT_scaffold00010.10_C2, whole genome shotgun sequence

ARAH01000032 1 2009 11 KS, 1 AT, 0 C, 0 A Teredinibacter turnerae T7902 YUKDRAFT_scaffold_27.28_C, whole genome shotgun sequence

NZ_AQUT01000026 1 2013 11 KS,  AT, 0 C, 0 A Teredinibacter turnerae T8602 A3CMDRAFT_scaffold_25.26_C, whole genome shotgun sequence gb|AQUT01000

*** GENE CLUSTER *** HM047288 1 2010 13 KS, 3 AT, 2 C, 1 A Pseudomonas sp. 2663 hypothetical proteins, OmpA family protein, ImcF−related family protein, hyp

CP004096 1 2013 13 KS, 3 AT, 2 C, 2 A Burkholderia thailandensis MSMB121 chromosome 2, complete sequence

JX307851 1 2012 13 KS, 3 AT, 2 C, 1 A Burkholderia thailandensis strain MSMB43 putative transcriptional regulator, putative alkyl hydroperoxide reductase subu...

NZ_JH692066 1 2012 13 KS, 3 AT, 2 C, 2 A Burkholderia thailandensis MSMB43 genomic scaffold Scaffold6, whole genome shotgun sequence gb|JH692066.1| Bur

NZ_ACXX02000007 1 2009 4 KS,  AT, 0 C, 0 A Clostridium papyrosolvens DSM 2782 ctg58, whole genome shotgun sequence gb|ACXX02000007.1| Clostridium pa

NZ_AKVO01000088 1 2012 3 KS,  AT, 0 C, 0 A Pelosinus fermentans JBW45 ctg8, whole genome shotgun sequence gb|AKVO01000088.1| Pelosinus fermentans J

AM746676 3 2007 21 KS, 3 AT, 0 C, 0 A Sorangium cellulosum So ce 56 complete genome

*** GENE CLUSTER *** AF318063S1 1 2000 10 KS, 2 AT, 0 C, 0 A Pseudomonas fluorescens NCIMB 10586 mupirocin biosynthetic gene cluster

FN689524 1 2010 12 KS, 2 AT, 1 C, 3 A Pseudoalteromonas sp. SANK 73390 plasmid pTML1 carrying thiomarinol biosynthesis cluster

NZ_AHRK01000037 1 2010 6 KS, 2 AT, 0 C, 0 A Streptococcus mutans 1SM1 contig37, whole genome shotgun sequence gb|AHRK01000037.1| Streptococcus mut

NZ_AHRL01000052 1 2010 8 KS,  AT, 0 C, 0 A Streptococcus mutans 4SM1 contig52, whole genome shotgun sequence gb|AHRL01000052.1| Streptococcus mutan

NZ_AHRD01000019 1 2010 15 KS, 2 AT, 0 C, 0 A Streptococcus mutans SA38 contig19, whole genome shotgun sequence gb|AHRD01000019.1| Streptococcus mu

NZ_AHRK01000050 1 2010 9 KS,  AT, 0 C, 0 A Streptococcus mutans 1SM1 contig50, whole genome shotgun sequence gb|AHRK01000050.1| Streptococcus muta

ARET01000035 1 2013 7 KS, 1 AT, 0 C, 0 A Blautia producta ATCC 27340 B132DRAFT_scaffold_33.34_C, whole genome shotgun sequence

CP001348 1 2009 17 KS, 2 AT, 1 C, 1 A Clostridium cellulolyticum H10, complete genome

ALVN01000014 2 2012 16 KS, 2 AT, 2 C, 0 A Leptolyngbya sp. PCC 7375 Lepto7375DRAFT_LPA.1_C3, whole genome shotgun sequence

*** GENE CLUSTER *** JX315603 1 2012 17 KS, 3 AT, 1 C, 0 A Serratia marcescens strain MSU97 oocydin A gene cluster, complete sequence

NZ_CAQO01000025 1 2013 17 KS, 3 AT, 1 C, 0 A Serratia sp. C−1 WGS project CAQO00000000 data, contig NODE_20−3, whole genome shotgun sequence emb|

*** GENE CLUSTER *** JX315604 1 2012 17 KS, 3 AT, 1 C, 0 A Serratia plymuthica strain A153 oocydin A gene cluster, complete sequence

NZ_ADBX01000002 1 2009 17 KS, 3 AT, 1 C, 0 A Serratia odorifera 4Rx13 SODb, whole genome shotgun sequence gb|ADBX01000002.1| Serratia odorifera 4Rx13

AOOA01000037 1 2012 17 KS, 3 AT, 1 C, 0 A Dickeya chrysanthemi NCPPB 402 DCH402_contig37, whole genome shotgun sequence

AOOH01000018 1 2012 17 KS, 4 AT, 1 C, 0 A Dickeya sp. NCPPB 3274 DXX3274_contig18, whole genome shotgun sequence

CM001857 1 2012 17 KS, 3 AT, 1 C, 0 A Dickeya paradisiaca NCPPB 2511 chromosome, whole genome shotgun sequence

CP001654 1 2009 17 KS, 3 AT, 1 C, 0 A Dickeya dadantii Ech703, complete genome

AOOB01000029 1 2012 17 KS, 3 AT, 1 C, 0 A Dickeya dianthicola NCPPB 453 DDI453_contig29, whole genome shotgun sequence

NZ_CM001840 1 2012 16 KS, 3 AT, 1 C, 0 A Dickeya dianthicola NCPPB 3534 chromosome, whole genome shotgun sequence gb|CM001840.1| Dickeya dianthicola

AJVN01000001 1 2012 17 KS, 3 AT, 1 C, 0 A Dickeya zeae ZJU1202 DZcontig1, whole genome shotgun sequence

CM001860 4 2012 16 KS, 3 AT, 1 C, 0 A Dickeya solani GBBC 2040 chromosome, whole genome shotgun sequence

AOOP01000034 1 2012 17 KS, 3 AT, 1 C, 0 A Dickeya solani MK10 DSOMK10_contig34, whole genome shotgun sequence

CM001859 4 2012 17 KS, 3 AT, 1 C, 0 A Dickeya solani IPO 2222 chromosome, whole genome shotgun sequence

CP002734 1 2012 3 KS, 2 AT, 0 C, 0 A Propionibacterium propionicum F0230a, complete genome

JQ269659 1 2011 14 KS, 3 AT, 0 C, 0 A Streptomyces sp. A7248 SiaA, SiaB2, SiaB1, SiaC, SiaD, SiaE, SiaF, SiaG, SiaH, SiaI, SiaJ, SiaK, SiaL, SiaM, SiaN, SiaO,...

NZ_GG657758 6 2009 17 KS, 2 AT, 0 C, 0 A Streptomyces griseoflavus Tu4000 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG657758.1| 

*** GENE CLUSTER *** AX598617 1 2002 10 KS, 2 AT, 0 C, 0 A Streptomyces amphibiosporus strain ATCC 53964 lactimidomycin gene cluster, complete sequence 

NZ_JH725388 2 2012 10 KS, 2 AT, 0 C, 0 A Streptomyces auratus AGR0001 genomic scaffold Scaffold2, whole genome shotgun sequence gb|JH725388.1| Strepto

*** GENE CLUSTER *** GQ274953 1 2002 10 KS, 2 AT, 0 C, 0 A Streptomyces platensis subsp. rosaceus strain NRRL 18993 dorrigocin/migrastatin gene cluster, co

AX598593 1 2002 10 KS, 2 AT, 0 C, 0 A Sequence 1 from Patent WO02088176

NZ_AMRL01000010 1 2012 11 KS, 1 AT, 0 C, 0 A Oceanibaculum indicum P24 contig10, whole genome shotgun sequence gb|AMRL01000010.1| Oceanibaculum in

*** GENE CLUSTER *** JX173632 1 2012 13 KS, 2 AT, 0 C, 0 A Burkholderia gladioli strain DMSZ11318 putative regulator gene, partial cds, putative regulator gene,

CP002599 3 2011 13 KS, 2 AT, 0 C, 0 A Burkholderia gladioli BSR3 chromosome 1, complete sequence

NZ_AKVO01000065 1 2012 4 KS, 2 AT, 0 C, 1 A Pelosinus fermentans JBW45 ctg69, whole genome shotgun sequence gb|AKVO01000065.1| Pelosinus fermentans

AQGM01000004 1 2013 14 KS, 3 AT, 2 C, 3 A Bacillus subtilis SPZ1 contig4, whole genome shotgun sequence

HE774679 3 2012 14 KS, 3 AT, 2 C, 3 A Bacillus amyloliquefaciens subsp. plantarum YAU B9601−Y2 complete genome

NZ_AFSU01000081 1 2011 10 KS,  AT, 2 C, 2 A Bacillus sp. 916 Contig323, whole genome shotgun sequence gb|AFSU01000081.1| Bacillus sp. 916 Contig323, wh

HF563562 3 2012 14 KS, 3 AT, 2 C, 3 A Bacillus amyloliquefaciens subsp. plantarum UCMB5036 complete genome

CS276125 1 2005 14 KS, 3 AT, 2 C, 3 A Sequence 1 from Patent WO2005116061

*** GENE CLUSTER *** NC_009725 3 2004 14 KS, 3 AT, 2 C, 3 A Bacillus amyloliquefaciens bae gene cluster directing biosynthesis of bacillaene, strain FZB42 Baci

AGVQ01000005 4 2009 14 KS, 3 AT, 2 C, 3 A Bacillus amyloliquefaciens IT−45 contig5, whole genome shotgun sequence

KB206086 2 2012 11 KS, 3 AT, 1 C, 1 A Bacillus amyloliquefaciens subsp. amyloliquefaciens DC−12 genomic scaffold Scaffold1, whole genome shotgun sequence

AJVF01000013 2 2012 14 KS, 3 AT, 2 C, 3 A Bacillus siamensis KCTC 13613 contig13, whole genome shotgun sequence

CP002627 3 2011 14 KS, 2 AT, 2 C, 3 A Bacillus amyloliquefaciens TA208, complete genome

NZ_AJST01000001 3 2012 14 KS, 3 AT, 2 C, 3 A Bacillus sp. 5B6 5B6 chromosome, whole genome shotgun sequence gb|AJST01000001.1| Bacillus sp. 5B6 5B6, w

ASJT01000048 1 2013 3 KS,  AT, 0 C, 0 A Bacillus mojavensis RRC 101 contig_48, whole genome shotgun sequence

NZ_AJRJ01000085 1 2012 5 KS,  AT, 1 C, 1 A Bacillus atrophaeus C89 contig000085, whole genome shotgun sequence gb|AJRJ01000085.1| Bacillus atrophaeus C

APIW01000010 1 2013 16 KS, 3 AT, 2 C, 3 A Bacillus atrophaeus UCMB−5137 UCMB−5137_contig10.00, whole genome shotgun sequence

AEFM01000010 1 2010 16 KS, 3 AT, 2 C, 3 A Bacillus atrophaeus ATCC 9372−1 contig00010, whole genome shotgun sequence

AEFO01000032 1 2010 16 KS, 3 AT, 2 C, 3 A Bacillus atrophaeus str. Dugway contig00032, whole genome shotgun sequence

APIS01000007 2 2013 16 KS, 3 AT, 2 C, 3 A Salinibacillus aidingensis MSP4 contig00007, whole genome shotgun sequence

ASJT01000046 1 2013 4 KS, 3 AT, 1 C, 2 A Bacillus mojavensis RRC 101 contig_46, whole genome shotgun sequence

NZ_AMXN01000003 2 2012 10 KS, 3 AT, 1 C, 2 A Bacillus subtilis subsp. inaquosorum KCTC 13429 14.BSI.1_3, whole genome shotgun sequence gb|AMXN01000

EA398007 1 2008 3 KS,  AT, 0 C, 0 A Sequence 46831 from patent US 7314974

CP003492 3 2012 16 KS, 3 AT, 2 C, 3 A Bacillus sp. JS, complete genome

CP004405 2 2013 12 KS, 3 AT, 2 C, 3 A Bacillus subtilis subsp. subtilis str. BAB−1, complete genome

CP004019 2 2012 12 KS, 3 AT, 2 C, 2 A Bacillus subtilis XF−1, complete genome

CP003783 2 2012 13 KS, 3 AT, 1 C, 2 A Bacillus subtilis QB928, complete genome

CP003695 3 2012 16 KS, 3 AT, 2 C, 3 A Bacillus subtilis subsp. subtilis str. BSP1, complete genome

BSU11039 1 1992 8 KS,  AT, 1 C, 2 A Bacillus subtilis W168 polyketide synthase (pksX and pksorfx6) genes, complete cds

AFSF01000103 1 2011 16 KS, 3 AT, 2 C, 3 A Bacillus subtilis subsp. subtilis str. AUSI98 contig7180000001197_1, whole genome shotgun sequence

ABQM01000007 1 1997 16 KS, 3 AT, 2 C, 3 A Bacillus subtilis subsp. subtilis str. JH642 JH642_ctg7, whole genome shotgun sequence

ABQK01000005 1 2008 16 KS, 3 AT, 2 C, 3 A Bacillus subtilis subsp. subtilis str. 168 BS168_ctg5, whole genome shotgun sequence

ABQL01000005 1 2008 16 KS, 4 AT, 2 C, 3 A Bacillus subtilis subsp. subtilis str. NCIB 3610 BS3610_ctg5, whole genome shotgun sequence

ASJT01000047 1 2013 6 KS,  AT, 0 C, 0 A Bacillus mojavensis RRC 101 contig_47, whole genome shotgun sequence

NZ_AJRJ01000086 1 2012 6 KS,  AT, 0 C, 0 A Bacillus atrophaeus C89 contig000086, whole genome shotgun sequence gb|AJRJ01000086.1| Bacillus atrophaeus C

CP000698 2 2007 13 KS, 3 AT, 0 C, 0 A Geobacter uraniireducens Rf4, complete genome

EU165038 1 2007 3 KS, 2 AT, 0 C, 0 A Staphylococcus lentus strain A75 PKS−like gene, complete sequence

CP003235 1 2011 7 KS, 2 AT, 0 C, 0 A Paenibacillus mucilaginosus 3016, complete genome

CP002869 1 2011 10 KS, 2 AT, 0 C, 0 A Paenibacillus mucilaginosus KNP414, complete genome

CP003422 1 2012 8 KS, 2 AT, 0 C, 0 A Paenibacillus mucilaginosus K02, complete genome

NZ_ADHJ01000037 1 2010 7 KS, 1 AT, 0 C, 0 A Paenibacillus vortex V453 CNT_PVOR1000037, whole genome shotgun sequence gb|ADHJ01000037.1| Paenibaci

AY553931 1 2004 3 KS,  AT, 0 C, 0 A Candidatus Endobugula sertula isolate SHALLOW BryA (bryA) gene, complete cds

*** GENE CLUSTER *** DQ889941 1 2004 16 KS,  AT, 1 C, 0 A Candidatus Endobugula sertula isolate DEEP bryostatin ABCDX gene cluster, complete sequence

EF032014 1 2006 17 KS, 2 AT, 1 C, 0 A Candidatus Endobugula sertula BryS, BryR, BryQ, BryP, BryB, BryC, BryX, BryD, and BryA genes, complete cds

NZ_AKVO01000094 1 2012 6 KS,  AT, 1 C, 1 A Pelosinus fermentans JBW45 ctg95, whole genome shotgun sequence gb|AKVO01000094.1| Pelosinus fermentans 

NZ_AEWH01000054 1 2011 3 KS,  AT, 0 C, 0 A Ornithinibacillus scapharcae TW25 contig00110, whole genome shotgun sequence gb|AEWH01000054.1| Ornithinib

NZ_AEWH01000057 1 2011 5 KS, 2 AT, 0 C, 0 A Ornithinibacillus scapharcae TW25 contig00113, whole genome shotgun sequence gb|AEWH01000057.1| Ornithin

NZ_KE007198 1 2013 11 KS, 2 AT, 0 C, 0 A Salinibacillus aidingensis MSP4 genomic scaffold scaffold00008, whole genome shotgun sequence gb|KE007198.1| Sa

AR624244 1 2004 6 KS,  AT, 1 C, 1 A Sequence 5645 from patent US 6833447

AR619875 1 2003 10 KS, 2 AT, 1 C, 1 A Sequence 1270 from patent US 6833447

CP000113 7 2005 16 KS, 2 AT, 1 C, 1 A Myxococcus xanthus DK 1622, complete genome

CP000154 4 2005 13 KS, 2 AT, 1 C, 1 A Paenibacillus polymyxa E681, complete genome

CP002213 6 2010 13 KS, 2 AT, 1 C, 1 A Paenibacillus polymyxa SC2, complete genome

GL905390 7 2011 12 KS, 2 AT, 1 C, 1 A Paenibacillus polymyxa ATCC 842 genomic scaffold PPt02_scaffold1, whole genome shotgun sequence

AIPP01000138 1 2012 9 KS, 2 AT, 0 C, 0 A Paenibacillus polymyxa OSY−DF contig138, whole genome shotgun sequence

AMQU01000019 1 2012 5 KS, 2 AT, 0 C, 0 A Paenibacillus sp. ICGEB2008 Contig_19, whole genome shotgun sequence

ALKF01000138 1 2012 7 KS, 1 AT, 0 C, 0 A Paenibacillus sp. OSY−SE Contig138, whole genome shotgun sequence

NZ_AFHW01000010 1 2011 10 KS, 2 AT, 0 C, 0 A Paenibacillus elgii B69 Contig10, whole genome shotgun sequence gb|AFHW01000010.1| Paenibacillus elgii B69

NZ_JH791997 1 2012 7 KS, 2 AT, 0 C, 0 A Bacillus cereus BAG5X1−1 genomic scaffold supercont1.2, whole genome shotgun sequence gb|JH791997.1| Bacillus ce

AJVF01000044 1 2012 4 KS,  AT, 0 C, 0 A Bacillus siamensis KCTC 13613 contig44, whole genome shotgun sequence

NZ_AFSU01000053 1 2011 6 KS,  AT, 0 C, 0 A Bacillus sp. 916 Contig231, whole genome shotgun sequence gb|AFSU01000053.1| Bacillus sp. 916 Contig231, who

AQGM01000031 1 2013 3 KS,  AT, 0 C, 0 A Bacillus subtilis SPZ1 contig33, whole genome shotgun sequence

CP003332 5 2012 9 KS, 1 AT, 0 C, 1 A Bacillus amyloliquefaciens Y2, complete genome

NZ_AFSU01000070 1 2011 5 KS,  AT, 0 C, 0 A Bacillus sp. 916 Contig309, whole genome shotgun sequence gb|AFSU01000070.1| Bacillus sp. 916 Contig309, who

*** GENE CLUSTER *** AJ634062 1 2004 14 KS, 1 AT, 0 C, 1 A Bacillus amyloliquefaciens dif gene cluster directing synthesis of difficidin/oxydifficidin, strain FZB42

CS276127 1 2005 14 KS, 1 AT, 0 C, 1 A Sequence 3 from Patent WO2005116061

NZ_AJST01000001 5 2012 14 KS, 1 AT, 0 C, 1 A Bacillus sp. 5B6 5B6 chromosome, whole genome shotgun sequence gb|AJST01000001.1| Bacillus sp. 5B6 5B6, w

KB206086 4 2012 8 KS, 1 AT, 0 C, 1 A Bacillus amyloliquefaciens subsp. amyloliquefaciens DC−12 genomic scaffold Scaffold1, whole genome shotgun sequence

HE774679 5 2012 14 KS, 1 AT, 0 C, 1 A Bacillus amyloliquefaciens subsp. plantarum YAU B9601−Y2 complete genome

AQGM01000006 1 2013 6 KS,  AT, 0 C, 0 A Bacillus subtilis SPZ1 contig6, whole genome shotgun sequence

AGVQ01000005 2 2011 14 KS, 1 AT, 0 C, 1 A Bacillus amyloliquefaciens IT−45 contig5, whole genome shotgun sequence

AJVF01000042 1 2012 8 KS, 1 AT, 0 C, 1 A Bacillus siamensis KCTC 13613 contig42, whole genome shotgun sequence

NZ_ACXX02000024 1 2009 6 KS,  AT, 0 C, 0 A Clostridium papyrosolvens DSM 2782 ctg44, whole genome shotgun sequence gb|ACXX02000024.1| Clostridium pa

AKYF01000017 1 2005 14 KS, 2 AT, 4 C, 2 A Brevibacillus brevis X23 Scaffold13_CL_1, whole genome shotgun sequence

NZ_AKIX01000013 1 2012 14 KS, 2 AT, 4 C, 2 A Brevibacillus sp. BC25 PMI05_contig_14, whole genome shotgun sequence gb|AKIX01000013.1| Brevibacillus sp. 

*** GENE CLUSTER *** HQ680975 1 2010 15 KS, 2 AT, 0 C, 0 A Chitinophaga sancti major facilitator superfamily protein gene, complete cds, and biosynthesis gene

CP001699 4 2009 15 KS, 2 AT, 0 C, 0 A Chitinophaga pinensis DSM 2588, complete genome

AFSG01000014 1 2011 9 KS,  AT, 0 C, 0 A Bacillus subtilis subsp. spizizenii DV1−B−1 gbs3c.contig.13, whole genome shotgun sequence

EA375297 1 2008 3 KS,  AT, 0 C, 0 A Sequence 24120 from patent US 7314974

NZ_AHKL01000063 1 2013 20 KS, 2 AT, 0 C, 0 A Brevibacillus brevis FJAT−0809−GLX JK200063, whole genome shotgun sequence gb|AHKL01000063.1| Brevibac

*** GENE CLUSTER *** AX768043 1 2003 10 KS, 2 AT, 2 C, 2 A Novel Gene Cluster of Pederin Biosynthesis Genes Sequence 1 from Patent WO03044186

*** GENE CLUSTER *** AY328003S21 1 2001 10 KS, 2 AT, 2 C, 2 A Symbiont bacterium of Paederus fuscipes putative isocitrate dehydrogenase kinase/phosphatase

*** GENE CLUSTER *** GQ979609 1 2009 10 KS, 2 AT, 2 C, 2 A Nostoc sp. Peltigera membranacea cyanobiont trans−AT PKS gene cluster, complete sequence Nos

AY688304 1 2004 7 KS,  AT, 1 C, 1 A Symbiont bacterium of Theonella swinhoei clone 1e4 onnamide biosynthesis genes, partial sequence

*** GENE CLUSTER *** GU479979 1 2010 12 KS, 2 AT, 1 C, 1 A Pseudomonas fluorescens strain BCCM_ID9359 kalimantacin/batumin biosynthesis gene cluster, co

ARFS01000072 1 2013 13 KS, 2 AT, 7 C, 6 A Brevibacillus laterosporus DSM 25 C236DRAFT_scaffold00002.2_C, whole genome shotgun sequence

NZ_ANAX01000109 1 2012 4 KS,  AT, 0 C, 0 A Nocardiopsis halotolerans DSM 44410 contig_109, whole genome shotgun sequence gb|ANAX01000109.1| Nocardi

NZ_BARF01000050 1 2013 9 KS, 1 AT, 0 C, 1 A Streptomyces prunicolor NBRC 13075 DNA, contig: contig01202, whole genome shotgun sequence dbj|BARF0100

NZ_DS544873 1 2007 15 KS, 2 AT, 0 C, 0 A Kordia algicida OT−1 1103813601120 genomic scaffold, whole genome shotgun sequence gb|DS544873.1| Kordia algic

APMI01002390 1 2013 3 KS,  AT, 0 C, 0 A Wastewater metagenome HPminus1655.1, whole genome shotgun sequence

NZ_AMZN01000028 1 2012 13 KS, 2 AT, 1 C, 2 A Fulvivirga imtechensis AK7 contig28, whole genome shotgun sequence gb|AMZN01000028.1| Fulvivirga imtechen

AMQU01000018 1 2012 3 KS, 2 AT, 1 C, 1 A Paenibacillus sp. ICGEB2008 Contig_18, whole genome shotgun sequence

NZ_ACXX02000007 3 2009 3 KS, 1 AT, 0 C, 1 A Clostridium papyrosolvens DSM 2782 ctg58, whole genome shotgun sequence gb|ACXX02000007.1| Clostridium p

NZ_AJTY01000649 1 2012 3 KS, 1 AT, 3 C, 2 A Paenibacillus sonchi X19−5 S5_contig00668, whole genome shotgun sequence gb|AJTY01000649.1| Paenibacillus 

NZ_CM000716 3 2009 3 KS, 1 AT, 0 C, 1 A Bacillus cereus BGSC 6E1 chromosome, whole genome shotgun sequence gb|CM000716.1| Bacillus cereus BGSC 6E1

NZ_CM000755 4 2009 4 KS, 1 AT, 10 C, 11 A Bacillus thuringiensis serovar pondicheriensis BGSC 4BA1 chromosome, whole genome shotgun sequence gb|CM000

NZ_CM000716 2 2009 5 KS,  AT, 11 C, 11 A Bacillus cereus BGSC 6E1 chromosome, whole genome shotgun sequence gb|CM000716.1| Bacillus cereus BGSC 6E

NZ_CM000755 3 2009 4 KS,  AT, 1 C, 1 A Bacillus thuringiensis serovar pondicheriensis BGSC 4BA1 chromosome, whole genome shotgun sequence gb|CM000755

CP000934 2 2008 7 KS, 1 AT, 0 C, 0 A Cellvibrio japonicus Ueda107, complete genome

*** GENE CLUSTER *** AJ874112 1 2004 10 KS, 1 AT, 2 C, 1 A Polyangium cellulosum strain So ce12 disorazole biosynthesis gene cluster, complete sequence Poly

NZ_ANAY01000032 1 2012 10 KS, 2 AT, 0 C, 0 A Nocardiopsis kunsanensis DSM 44524 contig_32, whole genome shotgun sequence gb|ANAY01000032.1| Nocard

NZ_AMXN01000003 3 2012 11 KS, 2 AT, 0 C, 0 A Bacillus subtilis subsp. inaquosorum KCTC 13429 14.BSI.1_3, whole genome shotgun sequence gb|AMXN01000

AQGM01000007 1 2013 11 KS, 1 AT, 0 C, 0 A Bacillus subtilis SPZ1 contig7, whole genome shotgun sequence

*** GENE CLUSTER *** NC_009725 2 2004 11 KS, 1 AT, 0 C, 0 A Bacillus amyloliquefaciens pks2 gene cluster, strain FZB42 Bacillus amyloliquefaciens FZB42, com

NZ_AJST01000001 2 2012 11 KS, 1 AT, 0 C, 0 A Bacillus sp. 5B6 5B6 chromosome, whole genome shotgun sequence gb|AJST01000001.1| Bacillus sp. 5B6 5B6, w

NZ_AFSU01000076 1 2011 11 KS, 1 AT, 0 C, 0 A Bacillus sp. 916 Contig318, whole genome shotgun sequence gb|AFSU01000076.1| Bacillus sp. 916 Contig318, w

NZ_AMPK01000010 3 2012 10 KS, 1 AT, 0 C, 0 A Bacillus amyloliquefaciens subsp. plantarum M27 contig10, whole genome shotgun sequence gb|AMPK01000010

*** GENE CLUSTER *** DQ844599 1 2006 6 KS,  AT, 0 C, 0 A Bacillus subtilis strain B11 pks gene cluster, partial sequence, PksF (pksF) gene, complete cds, and P

AGVQ01000005 5 2011 11 KS, 1 AT, 0 C, 0 A Bacillus amyloliquefaciens IT−45 contig5, whole genome shotgun sequence

AMQU01000008 1 2012 3 KS,  AT, 0 C, 0 A Paenibacillus sp. ICGEB2008 Contig_8, whole genome shotgun sequence

ARFS01000066 1 2013 3 KS,  AT, 1 C, 0 A Brevibacillus laterosporus DSM 25 C236DRAFT_scaffold00008.8_C, whole genome shotgun sequence

NZ_AFRV01000005 1 2011 5 KS, 2 AT, 1 C, 1 A Brevibacillus laterosporus LMG 15441 BRLAcontig5c, whole genome shotgun sequence gb|AFRV01000005.1| Brev

*** GENE CLUSTER *** HM584908 1 2010 24 KS, 2 AT, 0 C, 0 A Sorangium cellulosum strain So ce12 sorangicin gene cluster, complete sequence

NZ_JH791997 3 2012 6 KS,  AT, 0 C, 0 A Bacillus cereus BAG5X1−1 genomic scaffold supercont1.2, whole genome shotgun sequence gb|JH791997.1| Bacillus cer

NZ_KB467824 1 2012 9 KS, 2 AT, 0 C, 0 A Janthinobacterium sp. CG3 genomic scaffold JANGC3DRAFT_scaffold1.1, whole genome shotgun sequence gb|KB4678

ALAP01000030 1 2012 10 KS, 5 AT, 6 C, 4 A Streptomyces sp. AA1529 contig00030, whole genome shotgun sequence

ACEX01000635 1 2009 4 KS, 1 AT, 4 C, 2 A Streptomyces himastatinicus ATCC 53653 cont1.635, whole genome shotgun sequence

NZ_GG657754 11 2009 6 KS, 1 AT, 5 C, 3 A Streptomyces hygroscopicus ATCC 53653 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG657

*** GENE CLUSTER *** JF412274 1 2011 3 KS,  AT, 11 C, 11 A Lysobacter sp. ATCC 53042 lysobactin biosynthetic gene cluster, complete sequence

ARAH01000002 1 2009 4 KS, 2 AT, 4 C, 5 A Teredinibacter turnerae T7902 YUKDRAFT_scaffold_1.2_C, whole genome shotgun sequence

JX827747 1 2012 4 KS, 3 AT, 0 C, 0 A Uncultured bacterium contig00008 genomic sequence

ALXE01000033 1 2012 4 KS, 2 AT, 4 C, 4 A Pantoea sp. A4 contig37, whole genome shotgun sequence

NZ_CM001839 2 2012 4 KS, 2 AT, 4 C, 4 A Dickeya solani MK10 chromosome, whole genome shotgun sequence gb|CM001839.1| Dickeya solani MK10 chromosom

AOOE01000027 1 2009 4 KS, 2 AT, 4 C, 4 A Dickeya dadantii NCPPB 898 DDA898_contig27, whole genome shotgun sequence

AOOL01000021 1 2012 3 KS, 2 AT, 4 C, 4 A Dickeya dadantii NCPPB 3537 DDA3537_contig21, whole genome shotgun sequence

AOOO01000030 1 2012 4 KS, 2 AT, 4 C, 4 A Dickeya sp. MK7 DXXMK7_contig30, whole genome shotgun sequence

AOOD01000045 3 2012 4 KS, 2 AT, 4 C, 4 A Dickeya sp. NCPPB 569 DXY569_contig45, whole genome shotgun sequence

AOON01000036 1 2012 4 KS, 2 AT, 4 C, 4 A Dickeya sp. DW 0440 DXXDW0440_contig36, whole genome shotgun sequence

AONY01000013 1 2012 4 KS, 2 AT, 4 C, 4 A Dickeya zeae CSL RW192 DZERW192_contig13, whole genome shotgun sequence

AOOI01000006 1 2012 4 KS, 2 AT, 6 C, 7 A Dickeya zeae NCPPB 3531 DZE3531_contig6, whole genome shotgun sequence

*** GENE CLUSTER *** AM746336 1 2007 14 KS, 5 AT, 7 C, 7 A Streptomyces collinus kirromycin biosynthesis gene cluster, strain Tu 365

AP010968 7 2009 14 KS, 5 AT, 2 C, 2 A Kitasatospora setae KM−6054 DNA, complete genome

JQ768045 1 2012 5 KS,  AT, 1 C, 1 A Streptomyces sp. WAC5292 putative PKS gene, partial cds, putative hybrid NRPS and putative PKS genes, complete cds, and 

ARLC01000025 1 2013 14 KS, 3 AT, 2 C, 1 A Streptomyces sulphureus DSM 40104 F603DRAFT_scaffold00005.5_C1, whole genome shotgun sequence

CP003219 6 2011 14 KS, 3 AT, 2 C, 1 A Streptomyces cattleya DSM 46488, complete genome

*** GENE CLUSTER *** FR854394 1 2011 19 KS, 3 AT, 2 C, 2 A Stigmatella aurantiaca rhizopodin biosynthetic gene cluster, strain Sg a15

CP004025 14 2013 19 KS, 3 AT, 3 C, 3 A Myxococcus stipitatus DSM 14675, complete genome

*** GENE CLUSTER *** AF484556 1 2002 7 KS, 1 AT, 7 C, 7 A Streptomyces atroolivaceus leinamycin biosynthetic gene cluster, complete sequence

*** GENE CLUSTER *** DQ065771 1 2005 18 KS, 2 AT, 2 C, 1 A Polyangium cellulosum hypothetical protein gene, complete cds, chivosazol biosynthetic gene cluste

AM746676 5 2007 18 KS, 2 AT, 2 C, 1 A Sorangium cellulosum So ce 56 complete genome

NZ_AHBF01000113 2 2011 9 KS, 2 AT, 1 C, 3 A Streptomyces acidiscabies 84−104 contig_113, whole genome shotgun sequence gb|AHBF01000113.1| Streptomy

NZ_CM001466 1 2011 12 KS, 2 AT, 5 C, 6 A Saccharomonospora azurea NA−128 chromosome, whole genome shotgun sequence gb|CM001466.1| Saccharomono

NZ_AHBX01000119 1 2011 11 KS,  AT, 1 C, 2 A Saccharomonospora azurea SZMC 14600 contig119, whole genome shotgun sequence gb|AHBX01000119.1| Sac

NZ_AHBX01000215 1 2011 12 KS, 2 AT, 3 C, 4 A Saccharomonospora azurea SZMC 14600 contig215, whole genome shotgun sequence gb|AHBX01000215.1| Sa

*** GENE CLUSTER *** EF552687 1 2005 12 KS, 2 AT, 3 C, 3 A Streptomyces albus strain JA3453 oxazolomycin biosynthetic gene cluster, complete sequence

CP002047 25 2010 12 KS, 2 AT, 4 C, 3 A Streptomyces bingchenggensis BCW−1, complete genome

NZ_AKJU01000004 1 2012 9 KS, 1 AT, 2 C, 2 A Pseudomonas sp. GM17 PMI20_contig_7.7, whole genome shotgun sequence gb|AKJU01000004.1| Pseudomonas

NZ_ANAX01000107 1 2012 4 KS,  AT, 0 C, 0 A Nocardiopsis halotolerans DSM 44410 contig_107, whole genome shotgun sequence gb|ANAX01000107.1| Nocardi

CP002600 2 2011 11 KS, 1 AT, 1 C, 2 A Burkholderia gladioli BSR3 chromosome 2, complete sequence

CP000525 2 2006 10 KS, 1 AT, 0 C, 0 A Burkholderia mallei SAVP1 chromosome II, complete sequence

AANX02000022 1 2006 3 KS, 1 AT, 0 C, 0 A Burkholderia mallei 2002721280 ctg2_1099945168073, whole genome shotgun sequence

NC_008835 2 2007 6 KS, 1 AT, 0 C, 0 A Burkholderia mallei NCTC 10229 chromosome II, complete sequence

NZ_AAHO01000060 1 2005 5 KS, 1 AT, 0 C, 0 A Burkholderia mallei GB8 horse 4 contig_495, whole genome shotgun sequence gb|AAHO01000060.1| Burkholderia

AAHN02000017 1 2005 4 KS, 1 AT, 0 C, 0 A Burkholderia mallei ATCC 10399 ctg_1047277000577, whole genome shotgun sequence

AAIQ02000055 1 2005 4 KS, 1 AT, 0 C, 0 A Burkholderia mallei FMH ctg_1099464876324, whole genome shotgun sequence

CP000125 8 2005 5 KS, 1 AT, 0 C, 0 A Burkholderia pseudomallei 1710b chromosome II, complete sequence

CP003782 3 2012 11 KS, 1 AT, 1 C, 1 A Burkholderia pseudomallei BPC006 chromosome II, complete sequence

NZ_AAYX01000003 1 2007 8 KS, 1 AT, 0 C, 0 A [Burkholderia pseudomallei 305], whole genome shotgun sequence gb|AAYX01000003.1| [Burkholderia pseudomal

NZ_AOGU01000017 1 2013 8 KS, 1 AT, 0 C, 0 A Burkholderia pseudomallei MSHR1043 seq0017, whole genome shotgun sequence gb|AOGU01000017.1| Burkhol

AAHR02000019 1 2005 4 KS, 1 AT, 0 C, 0 A Burkholderia pseudomallei 1655 ctg_1047281326481, whole genome shotgun sequence

CP000571 3 2007 11 KS, 1 AT, 1 C, 1 A Burkholderia pseudomallei 668 chromosome II, complete sequence

CP000011 3 2004 4 KS, 1 AT, 0 C, 0 A Burkholderia mallei ATCC 23344 chromosome 2, complete sequence

NZ_AHJD01000210 1 2012 3 KS,  AT, 0 C, 0 A Burkholderia pseudomallei 354e Contig0211, whole genome shotgun sequence gb|AHJD01000210.1| Burkholderia p

NZ_AGVS01000588 1 2012 3 KS,  AT, 1 C, 1 A Burkholderia pseudomallei 354a Contig0588, whole genome shotgun sequence gb|AGVS01000588.1| Burkholderia 

NZ_ACKA01000024 1 2009 9 KS,  AT, 1 C, 1 A Burkholderia pseudomallei Pakistan 9 BUH.Contig233, whole genome shotgun sequence gb|ACKA01000024.1| Burk

NZ_ACCE01000001 3 2008 10 KS, 1 AT, 1 C, 1 A Burkholderia pseudomallei 576 BUC.Contig187, whole genome shotgun sequence gb|ACCE01000001.1| Burkhold

NZ_AHJD01000211 1 2012 4 KS,  AT, 1 C, 1 A Burkholderia pseudomallei 354e Contig0212, whole genome shotgun sequence gb|AHJD01000211.1| Burkholderia p

CM001157 3 2011 10 KS, 1 AT, 1 C, 0 A Burkholderia pseudomallei Bp22 chromosome II, whole genome shotgun sequence

AAHW02000065 1 2005 3 KS,  AT, 1 C, 1 A Burkholderia pseudomallei S13 ctg_1047279025705, whole genome shotgun sequence

AAMB02000001 2 2004 11 KS, 1 AT, 1 C, 1 A Burkholderia pseudomallei 1106b gcontig_1105170882947, whole genome shotgun sequence

AAHS03000002 1 2005 10 KS, 1 AT, 1 C, 0 A Burkholderia pseudomallei 1710a gcontig_1105229760694, whole genome shotgun sequence

CP000125 1 2005 3 KS,  AT, 1 C, 1 A Burkholderia pseudomallei 1710b chromosome II, complete sequence

AAHN02000002 1 2005 3 KS,  AT, 1 C, 0 A Burkholderia mallei ATCC 10399 ctg_1047277000579, whole genome shotgun sequence

AANX02000018 1 2006 3 KS,  AT, 0 C, 0 A Burkholderia mallei 2002721280 ctg2_1099945168072, whole genome shotgun sequence

AAHR02000064 1 2005 3 KS,  AT, 0 C, 0 A Burkholderia pseudomallei 1655 ctg_1047282930640, whole genome shotgun sequence

NZ_CH899718 1 2006 5 KS, 1 AT, 0 C, 0 A Burkholderia pseudomallei 1655 scf_1047336684789 genomic scaffold, whole genome shotgun sequence gb|CH899718

AACX01000042 1 2005 17 KS, 2 AT, 1 C, 2 A Burkholderia thailandensis E264 strain ATCC 700388 chromosome 2 BTII_13, whole genome shotgun sequence

NZ_JH806633 1 2012 10 KS,  AT, 0 C, 0 A Actinomyces sp. 7400942 genomic scaffold scaffold00002, whole genome shotgun sequence gb|JH806633.1| Actinomyce

*** GENE CLUSTER *** HM071004 1 2010 14 KS, 1 AT, 0 C, 1 A Corallococcus coralloides strain B035 antibiotic corallopyronin A biosynthetic gene cluster, complete

CP001700 1 2009 8 KS, 2 AT, 2 C, 3 A Catenulispora acidiphila DSM 44928, complete genome

ARGZ01000074 1 2013 7 KS, 1 AT, 2 C, 5 A Salinispora arenicola CNP105 C572DRAFT_scaffold00006.6_C, whole genome shotgun sequence

HE804045 9 2012 10 KS, 4 AT, 2 C, 3 A Saccharothrix espanaensis DSM 44229 complete genome

ARGW01000093 1 2013 8 KS, 2 AT, 2 C, 3 A Micromonospora sp. CNB394 C569DRAFT_scaffold00001.1_C, whole genome shotgun sequence

CP002162 7 2010 8 KS, 2 AT, 2 C, 3 A Micromonospora aurantiaca ATCC 27029, complete genome

CP002399 2 2010 8 KS, 2 AT, 2 C, 3 A Micromonospora sp. L5, complete genome

NZ_GG770539 2 2009 4 KS, 1 AT, 1 C, 2 A Streptomyces sp. SPB74 genomic scaffold supercont3.1, whole genome shotgun sequence gb|GG770539.1| Streptomyc

*** GENE CLUSTER *** HD069804 1 2009 12 KS, 1 AT, 1 C, 1 A Uncultured bacterium psy1 psymberin biosynthetic gene cluster, partial sequence Sequence 39 from

HD069862 1 2010 5 KS,  AT, 1 C, 1 A Sequence 97 from Patent WO2010072600

NZ_ANNX01000117 1 2012 5 KS, 5 AT, 2 C, 1 A Scytonema hofmanni PCC 7110 contig00117, whole genome shotgun sequence gb|ANNX01000117.1| Scytonema

AP009552 2 2006 3 KS, 4 AT, 2 C, 1 A Microcystis aeruginosa NIES−843 DNA, complete genome

NZ_HE972740 1 2012 3 KS, 4 AT, 2 C, 1 A Microcystis aeruginosa PCC 9717 genomic scaffold, AAI_B_2196_scaffold83, whole genome shotgun sequence emb|HE

BA000019 1 2001 3 KS, 4 AT, 2 C, 1 A Nostoc sp. PCC 7120 DNA, complete genome

CP000117 5 2005 3 KS, 4 AT, 2 C, 1 A Anabaena variabilis ATCC 29413, complete genome

NZ_ACYA01000060 1 2009 3 KS, 2 AT, 1 C, 0 A Cylindrospermopsis raciborskii CS−505 CS505_6, whole genome shotgun sequence gb|ACYA01000060.1| Cylindro

NZ_AJLM01000016 1 2012 3 KS, 2 AT, 0 C, 0 A Chlorogloeopsis sp. PCC 9212 contig00017, whole genome shotgun sequence gb|AJLM01000016.1| Chlorogloeops

NZ_AJLN01000080 1 2012 3 KS, 2 AT, 0 C, 0 A Chlorogloeopsis fritschii PCC 6912 contig00081, whole genome shotgun sequence gb|AJLN01000080.1| Chlorogloe

KB217478 4 2012 3 KS, 2 AT, 0 C, 0 A Calothrix sp. PCC 7103 genomic scaffold Cal7103DRAFT_CPM.6, whole genome shotgun sequence

CP003549 1 2012 3 KS, 2 AT, 0 C, 0 A Rivularia sp. PCC 7116, complete genome

CP003284 6 2011 3 KS, 2 AT, 0 C, 0 A Anabaena sp. 90 chromosome chANA01, complete sequence

CP003659 4 2012 3 KS, 2 AT, 0 C, 0 A Anabaena cylindrica PCC 7122, complete genome

CP001037 1 2008 3 KS, 2 AT, 0 C, 0 A Nostoc punctiforme PCC 73102, complete genome

CP003642 7 2012 3 KS, 2 AT, 0 C, 0 A Cylindrospermum stagnale PCC 7417, complete genome

NZ_CM001793 4 2013 3 KS, 2 AT, 0 C, 0 A Nodularia spumigena CCY9414 chromosome, whole genome shotgun sequence gb|CM001793.1| Nodularia spumigena 

CP003548 1 2012 3 KS, 2 AT, 0 C, 0 A Nostoc sp. PCC 7107, complete genome

BA000019 5 2001 3 KS, 2 AT, 0 C, 0 A Nostoc sp. PCC 7120 DNA, complete genome

CP000117 2 2005 3 KS, 2 AT, 0 C, 0 A Anabaena variabilis ATCC 29413, complete genome

NZ_KB913037 2 2013 35 KS, 36 AT, 2 C, 1 A Amycolatopsis balhimycina FH 1894 strain DSM 44591 genomic scaffold A3CEDRAFT_scaffold1.1, whole genome sho

*** GENE CLUSTER *** FJ462704 1 2008 17 KS, 15 AT, 2 C, 1 A Streptomyces longisporoflavus strain NCIMB 11426 putative ABC transporter permease protein gen

*** GENE CLUSTER *** HQ011923 1 2010 9 KS, 10 AT, 2 C, 0 A Dactylosporangium aurantiacum subsp. hamdenensis strain NRRL 18085 tiacumicin biosynthesis g

CP000820 7 2007 4 KS, 4 AT, 0 C, 0 A Frankia sp. EAN1pec, complete genome

*** GENE CLUSTER *** AF453501 1 2001 7 KS, 7 AT, 1 C, 0 A Actinosynnema pretiosum subsp. auranticum maytansinoid antitumor agent ansamitocin biosynthetic 

CP001630 4 2009 7 KS, 7 AT, 1 C, 0 A Actinosynnema mirum DSM 43827, complete genome

AREJ01000001 1 2013 3 KS, 2 AT, 1 C, 2 A Streptomyces sp. PsTaAH−124 B086DRAFT_scaffold_0.1_C, whole genome shotgun sequence

NZ_DS999644 10 2008 5 KS, 6 AT, 2 C, 2 A Streptomyces roseosporus NRRL 15998 supercont3.1 genomic scaffold, whole genome shotgun sequence gb|DS99964

NZ_DS999647 10 2008 8 KS, 8 AT, 3 C, 2 A Streptomyces roseosporus NRRL 11379 supercont3.1 genomic scaffold, whole genome shotgun sequence gb|DS99964

NZ_GG657738 9 2009 5 KS, 4 AT, 3 C, 2 A Micromonospora sp. ATCC 39149 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG657738.1| M

ARFV01000091 1 2013 10 KS, 11 AT, 3 C, 2 A Actinokineospora enzanensis DSM 44649 C503DRAFT_scaffold00003.3_C3, whole genome shotgun sequence

NZ_GG657746 9 2009 10 KS, 11 AT, 2 C, 2 A Streptomyces sp. AA4 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG657746.1| Streptomyc

ARDX01000005 1 2013 11 KS, 12 AT, 2 C, 4 A Streptomyces sp. KhCrAH−340 B063DRAFT_scaffold_3.4_C, whole genome shotgun sequence

CP003170 4 2011 10 KS, 10 AT, 1 C, 0 A Actinoplanes sp. SE50/110, complete genome

CP003170 5 2011 3 KS, 4 AT, 0 C, 2 A Actinoplanes sp. SE50/110, complete genome

CP001630 2 2009 11 KS, 12 AT, 2 C, 2 A Actinosynnema mirum DSM 43827, complete genome

NZ_KB905359 1 2013 4 KS, 6 AT, 1 C, 2 A Salinispora pacifica DSM 45544 genomic scaffold Salpac3DRAFT_Scaffold1.1, whole genome shotgun sequence gb|KB9

ARGG01000060 1 2013 4 KS,  AT, 6 C, 7 A Salinispora pacifica CNR942 C549DRAFT_scaffold00001.1_C, whole genome shotgun sequence

CP000667 7 2007 15 KS, 12 AT, 9 C, 9 A Salinispora tropica CNB−440, complete genome

NZ_GG657754 14 2009 13 KS, 10 AT, 3 C, 2 A Streptomyces hygroscopicus ATCC 53653 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG6

*** GENE CLUSTER *** FJ872523 1 2009 12 KS, 13 AT, 1 C, 2 A Streptomyces sp. DSM 21069 putative secreted metal−binding protein, putative lipoprotein, and hyp

*** GENE CLUSTER *** FJ872525 1 2009 13 KS, 14 AT, 2 C, 2 A Streptomyces sp. MP39−85 putative lipoprotein and hypothetical protein genes, complete cds, and 

AREJ01000027 2 2013 5 KS, 8 AT, 2 C, 1 A Streptomyces sp. PsTaAH−124 B086DRAFT_scaffold_24.25_C, whole genome shotgun sequence

AREJ01000027 1 2013 6 KS, 4 AT, 0 C, 3 A Streptomyces sp. PsTaAH−124 B086DRAFT_scaffold_24.25_C, whole genome shotgun sequence

AREB01000013 1 2013 3 KS, 4 AT, 0 C, 1 A Streptomyces sp. LaPpAH−165 B070DRAFT_scaffold_11.12_C, whole genome shotgun sequence

NZ_AQWQ01000011 1 2013 3 KS, 4 AT, 0 C, 1 A Streptomyces sp. LaPpAH−95 B087DRAFT_scaffold_10.11_C, whole genome shotgun sequence gb|AQWQ01000

CP003275 9 2012 10 KS, 11 AT, 2 C, 2 A Streptomyces hygroscopicus subsp. jinggangensis 5008, complete genome

CP002993 6 2011 10 KS, 11 AT, 2 C, 2 A Streptomyces sp. SirexAA−E, complete genome

NZ_ARPI01000004 1 2013 4 KS, 5 AT, 0 C, 2 A Streptomyces sp. DvalAA−83 B080DRAFT_scaffold_3.4_C, whole genome shotgun sequence gb|ARPI01000004.1| 

NZ_ARPI01000022 1 2013 5 KS, 6 AT, 3 C, 0 A Streptomyces sp. DvalAA−83 B080DRAFT_scaffold_21.22_C, whole genome shotgun sequence gb|ARPI01000022

CP002475 4 2011 10 KS, 11 AT, 2 C, 2 A Streptomyces flavogriseus ATCC 33331, complete genome

CP003990 4 2012 10 KS, 11 AT, 2 C, 2 A Streptomyces sp. PAMC26508, complete genome

NZ_AORZ01000113 1 2013 3 KS, 3 AT, 0 C, 2 A Streptomyces mobaraensis NBRC 13819 = DSM 40847 contig113, whole genome shotgun sequence gb|AORZ010

*** GENE CLUSTER *** AB086653 1 2002 8 KS, 9 AT, 2 C, 2 A Streptomyces halstedii vicenistatin biosynthetic gene cluster (vinR1, vinA, vinB, vinC, vinP2, vinP3, vi

BD440232 1 2004 8 KS, 9 AT, 2 C, 2 A A cluster of vicenistatin synthase gene, a vicenisamine glycosyltransferase polypeptide and a gene encoding the polypept...

AM238664 2 2006 25 KS, 25 AT, 2 C, 0 A Streptomyces ambofaciens ATCC 23877 right chromosomal arm

CP005929 7 2013 26 KS, 26 AT, 5 C, 1 A Actinoplanes sp. N902−109, complete genome

CP000854 1 2007 3 KS, 3 AT, 5 C, 4 A Mycobacterium marinum M, complete genome

CP000854 19 2007 6 KS, 6 AT, 5 C, 2 A Mycobacterium marinum M, complete genome

*** GENE CLUSTER *** AB568601 1 2010 13 KS, 14 AT, 1 C, 1 A Streptomyces sp. SN−593 DNA, reveromycin biosynthetic gene cluster, complete sequence

CP002994 16 2011 13 KS, 13 AT, 1 C, 0 A Streptomyces violaceusniger Tu 4113, complete genome

NZ_GG657752 4 2009 23 KS, 22 AT, 6 C, 1 A Streptomyces sp. C genomic scaffold supercont1.3, whole genome shotgun sequence gb|GG657752.1| Streptomyces

CP002299 5 2010 12 KS, 13 AT, 2 C, 1 A Frankia sp. EuI1c, complete genome

NZ_GG657746 1 2009 4 KS, 4 AT, 0 C, 1 A Streptomyces sp. AA4 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG657746.1| Streptomyces

ACEV01000048 1 2009 4 KS, 2 AT, 0 C, 1 A Streptomyces sp. AA4 cont1.48, whole genome shotgun sequence

NZ_ADGX01000046 1 2010 7 KS, 5 AT, 0 C, 0 A Frankia sp. EUN1f ctg00158, whole genome shotgun sequence gb|ADGX01000046.1| Frankia sp. EUN1f ctg00158

NZ_ANAY01000014 1 2012 4 KS, 3 AT, 0 C, 1 A Nocardiopsis kunsanensis DSM 44524 contig_14, whole genome shotgun sequence gb|ANAY01000014.1| Nocardio

NZ_ANBE01000027 1 2012 4 KS, 3 AT, 0 C, 0 A Nocardiopsis xinjiangensis YIM 90004 contig_27, whole genome shotgun sequence gb|ANBE01000027.1| Nocardio

CP002040 1 2010 4 KS, 3 AT, 1 C, 0 A Nocardiopsis dassonvillei subsp. dassonvillei DSM 43111 chromosome 1, complete sequence

ARMI01000062 1 2013 4 KS, 3 AT, 1 C, 0 A Nocardiopsis sp. CNS639 G011DRAFT_scaffold00001.1_C, whole genome shotgun sequence

NZ_ANAW01000117 1 2012 3 KS, 3 AT, 1 C, 0 A Nocardiopsis synnemataformans DSM 44143 contig_117, whole genome shotgun sequence gb|ANAW01000117.1

CP003788 4 2012 3 KS, 3 AT, 1 C, 0 A Nocardiopsis alba ATCC BAA−2165, complete genome

NZ_ANAC01000018 1 2012 3 KS, 3 AT, 1 C, 0 A Nocardiopsis alba DSM 43377 contig_18, whole genome shotgun sequence gb|ANAC01000018.1| Nocardiopsis alb

NZ_ANAZ01000016 1 2012 4 KS, 3 AT, 1 C, 0 A Nocardiopsis valliformis DSM 45023 contig_16, whole genome shotgun sequence gb|ANAZ01000016.1| Nocardiop

NZ_ANBA01000017 1 2012 4 KS, 3 AT, 1 C, 0 A Nocardiopsis ganjiahuensis DSM 45031 contig_17, whole genome shotgun sequence gb|ANBA01000017.1| Nocard

NZ_ANBD01000124 1 2012 3 KS, 2 AT, 1 C, 0 A Nocardiopsis alkaliphila YIM 80379 contig_124, whole genome shotgun sequence gb|ANBD01000124.1| Nocardiop

NZ_AHBF01000066 1 2011 13 KS, 12 AT, 6 C, 0 A Streptomyces acidiscabies 84−104 contig_66, whole genome shotgun sequence gb|AHBF01000066.1| Streptom

NZ_GL385049 1 2010 3 KS, 3 AT, 1 C, 2 A Pseudomonas syringae pv. maculicola str. ES4326 genomic scaffold Scaffold_15, whole genome shotgun sequence gb|G

NZ_GL384666 1 2010 3 KS, 1 AT, 0 C, 3 A Pseudomonas syringae pv. aesculi str. 0893_23 genomic scaffold Scaffold_47, whole genome shotgun sequence gb|GL3

AE016853 5 2003 3 KS, 3 AT, 5 C, 7 A Pseudomonas syringae pv. tomato str. DC3000, complete genome

NZ_AEGG01000069 1 2010 3 KS, 3 AT, 1 C, 3 A Pseudomonas syringae pv. glycinea str. B076 Contig069, whole genome shotgun sequence gb|AEGG01000069.1|

AOOD01000016 1 2012 3 KS, 3 AT, 1 C, 2 A Dickeya sp. NCPPB 569 DXY569_contig16, whole genome shotgun sequence

AFWW01000010 5 2011 3 KS, 3 AT, 0 C, 2 A Brenneria sp. EniD312 BrE3212scaffold_1_Cont10, whole genome shotgun sequence

AOOG01000012 1 2012 3 KS, 3 AT, 1 C, 2 A Dickeya dadantii subsp. dadantii NCPPB 2976 DDA2976_contig12, whole genome shotgun sequence

*** GENE CLUSTER *** JQ771052 1 2012 3 KS, 3 AT, 1 C, 2 A Pectobacterium carotovorum subsp. brasiliense strain NZEC1 coronafacic acid (cfa) biosynthetic gene

*** GENE CLUSTER *** ASAB01000008 1 2012 3 KS, 3 AT, 0 C, 2 A Pectobacterium atrosepticum strain ICMP1526 coronafacic acid (cfa) biosynthetic gene cluster, 

BX950851 2 2004 3 KS, 3 AT, 0 C, 2 A Erwinia carotovora subsp. atroseptica SCRI1043, complete genome

AP010947 1 2008 3 KS, 3 AT, 1 C, 3 A Azospirillum sp. B510 plasmid pAB510a DNA, complete genome

NZ_ANSJ01000016 1 2012 4 KS, 3 AT, 0 C, 0 A Streptomyces rimosus subsp. rimosus ATCC 10970 contig00019, whole genome shotgun sequence gb|ANSJ01000

NZ_GG657754 12 2009 4 KS, 4 AT, 2 C, 0 A Streptomyces hygroscopicus ATCC 53653 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG657

NZ_GG753626 5 2009 7 KS, 6 AT, 1 C, 0 A Streptomyces sp. e14 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG753626.1| Streptomyces 

ARPE01000009 2 2013 4 KS, 5 AT, 0 C, 0 A Streptomyces sp. Amel2xE9 B065DRAFT_scaffold_6.7_C2, whole genome shotgun sequence

CT573213 9 2006 7 KS, 7 AT, 0 C, 0 A Frankia alni str. ACN14A chromosome, complete sequence

CP003229 2 2011 5 KS, 6 AT, 0 C, 0 A Streptomyces cattleya DSM 46488 plasmid pSCATT, complete genome

FQ859184 6 2011 6 KS, 6 AT, 0 C, 0 A Streptomyces cattleya NRRL 8057 plasmid pSCAT, complete genome

NZ_JH636049 2 2012 17 KS, 18 AT, 3 C, 0 A Saccharomonospora xinjiangensis XJ−54 genomic scaffold Sacxiscaffold_2, whole genome shotgun sequence gb|JH6

*** GENE CLUSTER *** AF521085 1 2002 15 KS, 14 AT, 8 C, 0 A Streptomyces nanchangensis NS3226 polyether ionophore nanchangmycin biosynthetic gene clust

CP002047 22 2010 15 KS, 14 AT, 7 C, 1 A Streptomyces bingchenggensis BCW−1, complete genome

NZ_GG657754 16 2009 12 KS, 12 AT, 6 C, 1 A Streptomyces hygroscopicus ATCC 53653 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG6

*** GENE CLUSTER *** DQ354110 1 2006 16 KS, 15 AT, 9 C, 0 A Streptomyces violaceusniger strain DSM 4137 polyether nigericin biosynthetic gene cluster, compl

CP002994 5 2011 16 KS, 15 AT, 8 C, 1 A Streptomyces violaceusniger Tu 4113, complete genome

CP002299 3 2010 8 KS, 8 AT, 3 C, 0 A Frankia sp. EuI1c, complete genome

CT573213 1 2006 7 KS, 7 AT, 0 C, 0 A Frankia alni str. ACN14A chromosome, complete sequence

NZ_CM001489 8 2012 7 KS, 6 AT, 3 C, 0 A Frankia sp. QA3 chromosome, whole genome shotgun sequence gb|CM001489.1| Frankia sp. QA3 chromosome, whole 

HE804045 10 2012 12 KS, 11 AT, 2 C, 0 A Saccharothrix espanaensis DSM 44229 complete genome

ARDV01000006 1 2013 5 KS, 5 AT, 1 C, 0 A Streptomyces sp. ScaeMP−e10 B061DRAFT_scaffold_3.4_C2, whole genome shotgun sequence

NZ_AEJC01000438 1 2012 4 KS, 3 AT, 1 C, 0 A Streptomyces ipomoeae 91−03 gcontig_1108499715955, whole genome shotgun sequence gb|AEJC01000438.1| S

NZ_GG657757 9 2009 4 KS, 5 AT, 1 C, 0 A Streptomyces viridochromogenes DSM 40736 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG6

ADFC02000002 3 2009 7 KS, 7 AT, 2 C, 0 A Streptomyces griseus XylebKG−1 scaffold_1_Cont2, whole genome shotgun sequence

AP009493 13 2007 8 KS, 8 AT, 2 C, 0 A Streptomyces griseus subsp. griseus NBRC 13350 DNA, complete genome

HE804045 12 2012 6 KS, 6 AT, 1 C, 0 A Saccharothrix espanaensis DSM 44229 complete genome

CP002638 3 2011 6 KS, 6 AT, 1 C, 0 A Verrucosispora maris AB−18−032, complete genome

BAGC01000109 1 2012 6 KS, 6 AT, 1 C, 0 A Nocardia niigatensis NBRC 100131 DNA, contig: NN1_con109, whole genome shotgun sequence

AL939127 1 2002 6 KS, 6 AT, 1 C, 0 A Streptomyces coelicolor A3(2) complete genome, segment 24/29

NZ_GG657756 3 2009 5 KS, 5 AT, 0 C, 0 A Streptomyces lividans TK24 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG657756.1| Streptom

*** GENE CLUSTER *** FJ809786 1 2009 14 KS, 15 AT, 5 C, 3 A Streptomyces flaveolus strain DSM 9954 cytochrome P450 monooxygenase gene, partial cds, hypo

ARAF01000002 12 2013 5 KS, 5 AT, 2 C, 0 A Amycolatopsis alba DSM 44262 scaffold1_C2, whole genome shotgun sequence

ARAX01000027 1 2013 3 KS, 3 AT, 1 C, 0 A Sciscionella marina DSM 45152 A37UDRAFT_scaffold_25.26_C, whole genome shotgun sequence

AJ580915 1 2003 6 KS, 7 AT, 5 C, 0 A Streptomyces parvulus Tu4055 cluster for borrelidin biosynthesis

CQ839963 1 2004 6 KS, 7 AT, 5 C, 0 A Sequence 1 from Patent WO2004058976

NZ_CM000913 1 2010 11 KS, 13 AT, 2 C, 0 A Streptomyces clavuligerus ATCC 27064 chromosome, whole genome shotgun sequence gb|CM000913.1| Streptomyc

*** GENE CLUSTER *** EU827593 1 2007 7 KS, 7 AT, 0 C, 0 A Actinosynnema pretiosum subsp. pretiosum strain ATCC 31280 macbecin biosynthesis gene cluster, 

CP001630 5 2009 7 KS, 7 AT, 0 C, 0 A Actinosynnema mirum DSM 43827, complete genome

*** GENE CLUSTER *** AJ871581 1 2004 6 KS, 6 AT, 1 C, 5 A Streptomyces achromogenes subsp. rubradiris complete rubradirin gene cluster, strain NRRL 3061

NZ_KB913036 13 2007 10 KS, 10 AT, 3 C, 0 A Salinispora arenicola DSM 45545 strain CNS−991 genomic scaffold scaffold1, whole genome shotgun sequence gb|K

ARHA01000092 1 2013 3 KS, 3 AT, 0 C, 0 A Salinispora arenicola CNS744 C573DRAFT_scaffold00002.2_C1, whole genome shotgun sequence

NZ_KB896706 1 2013 3 KS, 2 AT, 0 C, 0 A Salinispora arenicola CNY260 genomic scaffold C579DRAFT_scaffold00010.10, whole genome shotgun sequence gb|KB

NZ_AOUO01000047 1 2013 3 KS, 3 AT, 0 C, 0 A Amycolatopsis vancoresmycina DSM 44592 Contig0047, whole genome shotgun sequence gb|AOUO01000047.1| 

AR701708 1 2005 10 KS, 10 AT, 1 C, 0 A Sequence 3 from patent US 6924106

*** GENE CLUSTER *** AF040570 1 1997 10 KS, 10 AT, 1 C, 0 A Amycolatopsis mediterranei rifamycin biosynthetic gene cluster

A69720 1 1997 10 KS, 10 AT, 1 C, 0 A Sequence 3 from Patent WO9807868

CP005929 15 2013 6 KS, 6 AT, 1 C, 2 A Actinoplanes sp. N902−109, complete genome

*** GENE CLUSTER *** GQ452266 1 2009 13 KS, 13 AT, 0 C, 0 A Streptomyces sp. CS naphthomycin biosynthetic gene cluster, partial sequence

*** GENE CLUSTER *** AF506522 1 2002 3 KS, 3 AT, 3 C, 0 A Streptomyces hygroscopicus AHBA biosynthetic gene cluster, partial sequence

*** GENE CLUSTER *** DQ249342 1 2005 7 KS, 7 AT, 3 C, 0 A Streptomyces hygroscopicus subsp. duamyceticus strain JCM4427 unknown polyketide biosynthetic 

NZ_GG753626 3 2009 4 KS, 4 AT, 1 C, 0 A Streptomyces sp. e14 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG753626.1| Streptomyces 

NZ_DS999644 3 2008 3 KS, 3 AT, 1 C, 0 A Streptomyces roseosporus NRRL 15998 supercont3.1 genomic scaffold, whole genome shotgun sequence gb|DS999644

ARHN01000116 1 2013 11 KS, 12 AT, 0 C, 1 A Salinispora pacifica CNY330 C587DRAFT_scaffold00027.27_C, whole genome shotgun sequence

NZ_KB913030 2 2013 4 KS, 4 AT, 2 C, 0 A Streptomyces purpureus KA281 genomic scaffold StrpuDRAFT_scaffold1.1, whole genome shotgun sequence gb|KB913

*** GENE CLUSTER *** JX504844 1 2012 8 KS, 8 AT, 2 C, 0 A Streptomyces sp. LZ35 hygrocin biosynthetic gene cluster, complete sequence

CP002994 12 2011 8 KS, 8 AT, 2 C, 0 A Streptomyces violaceusniger Tu 4113, complete genome

CP005929 9 2013 11 KS, 8 AT, 4 C, 2 A Actinoplanes sp. N902−109, complete genome

NZ_APIV01000011 1 2013 6 KS, 7 AT, 2 C, 0 A Streptomyces sp. FXJ7.023 Contig11, whole genome shotgun sequence gb|APIV01000011.1| Streptomyces sp. FXJ

*** GENE CLUSTER *** JF803483 1 2011 8 KS, 8 AT, 3 C, 2 A Streptomyces flaveolus mycotrienin biosynthetic gene cluster, complete sequence

AF007101 1 1997 4 KS, 4 AT, 3 C, 0 A Streptomyces hygroscopicus putative pteridine−dependent dioxygenase, PKS modules 1,2,3 and 4, and putative regulatory pr

AICV01000012 2 2012 8 KS, 7 AT, 2 C, 1 A Saccharomonospora xinjiangensis XJ−54 Sacxiscaffold_2_Cont12, whole genome shotgun sequence

BAGM01000201 1 2012 5 KS, 5 AT, 2 C, 0 A Nocardia veterana NBRC 100344 DNA, contig: NV3_con201, whole genome shotgun sequence

BAGM01000076 1 2012 5 KS, 5 AT, 3 C, 0 A Nocardia veterana NBRC 100344 DNA, contig: NV3_con76, whole genome shotgun sequence

CP001630 12 2009 7 KS, 7 AT, 0 C, 0 A Actinosynnema mirum DSM 43827, complete genome

CP002047 13 2010 4 KS, 5 AT, 1 C, 0 A Streptomyces bingchenggensis BCW−1, complete genome

CP002047 14 2010 15 KS, 15 AT, 2 C, 1 A Streptomyces bingchenggensis BCW−1, complete genome

*** GENE CLUSTER *** HQ434551 1 2010 9 KS, 9 AT, 3 C, 0 A Streptomyces pulveraceus strain ATCC 31906 fostriecin biosynthetic gene cluster, complete sequenc

ARLC01000027 1 2013 7 KS, 8 AT, 4 C, 2 A Streptomyces sulphureus DSM 40104 F603DRAFT_scaffold00004.4_C, whole genome shotgun sequence

NZ_JH725390 3 2012 4 KS, 3 AT, 3 C, 0 A Streptomyces auratus AGR0001 genomic scaffold Scaffold4, whole genome shotgun sequence gb|JH725390.1| Streptom

JQ624413 1 2012 7 KS, 8 AT, 5 C, 1 A Streptomyces platensis TE II, PKSs, KS III, oxidoreductase NAD−dependent dehydrogenase, crotonyl CoA reductase, ferredox

AJGV01000224 1 2012 3 KS, 3 AT, 0 C, 0 A Streptomyces auratus AGR0001 Scaffold7_1, whole genome shotgun sequence

AY354515 1 2003 7 KS, 8 AT, 4 C, 1 A Streptomyces sp. HK803 PlmR5 (plmR5), PlmR4 (plmR4), PlmR3 (plmR3), PlmR2 (plmR2), Plm8 (plm8), Plm4 (plm4), Plm5 (

CP002047 5 2010 20 KS, 15 AT, 3 C, 1 A Streptomyces bingchenggensis BCW−1, complete genome

CP002994 13 2011 15 KS, 15 AT, 3 C, 1 A Streptomyces violaceusniger Tu 4113, complete genome

*** GENE CLUSTER *** DQ885223 1 2006 15 KS, 15 AT, 3 C, 1 A Streptomyces violaceusniger meridamycin gene cluster, complete sequence

*** GENE CLUSTER *** DQ351275 1 2005 15 KS, 15 AT, 3 C, 1 A Streptomyces sp. NRRL 30748 meridamycin biosynthetic gene cluster and flanking regions

*** GENE CLUSTER *** GP281940 1 2009 13 KS, 13 AT, 3 C, 1 A Sequence 31 from Patent WO2009017692 dbj|FW590787.1| JP 2010534489−A/31: Vectors and M

JX081657 1 2012 4 KS, 6 AT, 8 C, 10 A Streptomyces tsukubaensis NRRL18488 clone contig00126 genomic sequence

GV586860 1 2002 14 KS, 14 AT, 1 C, 0 A Sequence 1 from patent US 7630836

*** GENE CLUSTER *** AB070949 1 2001 13 KS, 13 AT, 1 C, 0 A Streptomyces avermitilis polyene macrolide biosynthetic gene cluster

FB315480 1 2007 14 KS, 14 AT, 1 C, 0 A Sequence 15103 from Patent EP1852508 dbj|HV106196.1| JP 2003284572−A/7553: Novel polynucleotides

ARHU01000069 1 2013 4 KS, 4 AT, 0 C, 1 A Streptomyces sp. CNY243 C594DRAFT_scaffold00004.4_C, whole genome shotgun sequence

ARHR01000057 1 2013 3 KS, 3 AT, 0 C, 1 A Streptomyces sp. CNQ766 C591DRAFT_scaffold00032.32_C, whole genome shotgun sequence

ARHS01000068 1 2013 3 KS, 3 AT, 0 C, 1 A Streptomyces sp. CNS335 C592DRAFT_scaffold00029.29_C, whole genome shotgun sequence

BAGE01000124 1 2012 3 KS, 3 AT, 0 C, 0 A Nocardia paucivorans NBRC 100373 DNA, contig: NP1_con124, whole genome shotgun sequence

BAFX01000206 2 2012 9 KS, 8 AT, 1 C, 0 A Nocardia concava NBRC 100430 DNA, contig: NC3_con206, whole genome shotgun sequence

BAGF01000145 1 2012 5 KS, 6 AT, 1 C, 0 A Nocardia pneumoniae NBRC 100136 DNA, contig: NP2_con145, whole genome shotgun sequence

BAGN01000404 1 2012 7 KS, 8 AT, 1 C, 0 A Nocardia vinacea NBRC 16497 DNA, contig: NV4_con404, whole genome shotgun sequence

BAFR01000338 1 2012 3 KS, 3 AT, 0 C, 0 A Nocardia araoensis NBRC 100135 DNA, contig: NA7_con338, whole genome shotgun sequence

BAGM01000102 1 2012 6 KS, 6 AT, 0 C, 0 A Nocardia veterana NBRC 100344 DNA, contig: NV3_con102, whole genome shotgun sequence

BAFO01000027 1 2012 12 KS, 12 AT, 0 C, 2 A Nocardia asteroides NBRC 15531 DNA, contig: NA1_con27, whole genome shotgun sequence

BAGM01000035 1 2012 11 KS, 13 AT, 1 C, 0 A Nocardia veterana NBRC 100344 DNA, contig: NV3_con35, whole genome shotgun sequence

BAFQ01000147 1 2012 10 KS, 10 AT, 2 C, 0 A Nocardia aobensis NBRC 100429 DNA, contig: NA6_con147, whole genome shotgun sequence

BAFW01000375 1 2012 3 KS, 3 AT, 1 C, 0 A Nocardia cerradoensis NBRC 101014 DNA, contig: NC2_con375, whole genome shotgun sequence

CP002993 5 2011 5 KS, 3 AT, 0 C, 0 A Streptomyces sp. SirexAA−E, complete genome

FB300382 7 2002 5 KS, 3 AT, 0 C, 0 A Sequence 1 from Patent EP1852508 dbj|HV098644.1| JP 2003284572−A/1: Novel polynucleotides

NZ_GG657754 10 2009 26 KS, 26 AT, 7 C, 1 A Streptomyces hygroscopicus ATCC 53653 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG6

CP002994 18 2011 27 KS, 28 AT, 4 C, 1 A Streptomyces violaceusniger Tu 4113, complete genome

NZ_DS570426 1 2008 7 KS, 7 AT, 0 C, 0 A Streptomyces sp. Mg1 supercont1.43 genomic scaffold, whole genome shotgun sequence gb|DS570426.1| Streptomyces

NZ_DS570420 1 2008 10 KS, 11 AT, 5 C, 0 A Streptomyces sp. Mg1 supercont1.37 genomic scaffold, whole genome shotgun sequence gb|DS570420.1| Streptomyc

NZ_DS570443 1 2008 3 KS, 4 AT, 1 C, 1 A Streptomyces sp. Mg1 supercont1.60 genomic scaffold, whole genome shotgun sequence gb|DS570443.1| Streptomyces

BAGL01000063 1 2012 3 KS, 2 AT, 1 C, 0 A Nocardia transvalensis NBRC 15921 DNA, contig: NT7_con63, whole genome shotgun sequence

ARDT01000031 1 2013 4 KS, 4 AT, 1 C, 1 A Frankia sp. BCU110501 B056DRAFT_scaffold_25.26_C, whole genome shotgun sequence

DD159574 1 2003 21 KS, 21 AT, 1 C, 1 A Genes for the Synthesis of FR−008 Polyketides

NZ_AMPN01000335 1 2012 5 KS, 6 AT, 1 C, 0 A Streptomyces sp. SM8 SM8_Contig345.345, whole genome shotgun sequence gb|AMPN01000335.1| Streptomyce

NZ_KB898251 1 2013 3 KS, 3 AT, 1 C, 0 A Streptomyces sp. CNY228 genomic scaffold D330DRAFT_scaffold00031.31, whole genome shotgun sequence gb|KB898

NZ_FR873698 3 2011 21 KS, 21 AT, 3 C, 1 A Streptomyces sp. S4 genomic scaffold, ss4_v1_TGAC_scaffold_06, whole genome shotgun sequence emb|FR873698

*** GENE CLUSTER *** AY310323 1 2003 21 KS, 21 AT, 1 C, 1 A Streptomyces sp. FR−008 heptaene macrolide complex synthesis gene cluster, complete sequence

ARIN01000032 2 2013 3 KS, 4 AT, 2 C, 1 A Streptomyces sp. CNY228 D330DRAFT_scaffold00020.20_C, whole genome shotgun sequence

NZ_DS999645 3 2008 14 KS, 14 AT, 2 C, 0 A Streptomyces albus J1074 supercont3.1 genomic scaffold, whole genome shotgun sequence gb|DS999645.1| Streptom

CP004370 7 2013 21 KS, 21 AT, 1 C, 1 A Streptomyces albus J1074, complete genome

NZ_AMPN01000181 1 2012 4 KS, 4 AT, 0 C, 0 A Streptomyces sp. SM8 SM8_Contig187.187, whole genome shotgun sequence gb|AMPN01000181.1| Streptomyce

ARDM01000006 1 2013 6 KS, 6 AT, 0 C, 0 A Streptomyces sp. LaPpAH−202 B048DRAFT_scaffold_5.6_C, whole genome shotgun sequence

ARIN01000048 1 2013 6 KS, 6 AT, 0 C, 0 A Streptomyces sp. CNY228 D330DRAFT_scaffold00004.4_C, whole genome shotgun sequence

*** GENE CLUSTER *** AB241068 1 2004 19 KS, 19 AT, 0 C, 0 A Streptomyces halstedii halstoctacosanolide biosynthetic gene cluster (hlsA, hlsB, hlsC, hlsD, hlsE, 

*** GENE CLUSTER *** JN671974 1 2011 9 KS, 9 AT, 0 C, 0 A Streptomyces chromofuscus strain A7847 heboxidiene biosynthetic gene cluster, partial sequence

NZ_KB897624 1 2013 3 KS, 4 AT, 3 C, 2 A Streptomyces sp. CNS335 genomic scaffold C592DRAFT_scaffold00005.5, whole genome shotgun sequence gb|KB8976

NZ_KB897729 1 2013 6 KS, 6 AT, 2 C, 2 A Streptomyces sp. CNY243 genomic scaffold C594DRAFT_scaffold00017.17, whole genome shotgun sequence gb|KB897

ARHR01000088 1 2013 3 KS, 3 AT, 0 C, 1 A Streptomyces sp. CNQ766 C591DRAFT_scaffold00003.3_C, whole genome shotgun sequence

ARHS01000093 1 2013 3 KS, 3 AT, 0 C, 1 A Streptomyces sp. CNS335 C592DRAFT_scaffold00006.6_C, whole genome shotgun sequence

AR166425 1 2001 7 KS, 7 AT, 0 C, 0 A Sequence 3 from patent US 6280999

*** GENE CLUSTER *** DQ897668 1 2006 8 KS, 8 AT, 0 C, 0 A Polyangium cellulosum strain So ce307 conserved hypothetical protein gene, partial cds, and jerango

*** GENE CLUSTER *** DQ897667 1 2006 10 KS, 9 AT, 0 C, 0 A Polyangium cellulosum strain So ce10 histidine kinase response regulator gene, partial cds, hypothe

EA432635 1 2008 10 KS, 9 AT, 0 C, 0 A Sequence 1 from patent US 7332576

*** GENE CLUSTER *** GQ981381 1 2009 10 KS, 11 AT, 3 C, 1 A Chondromyces crocatus strain Cm c5 thuggacin biosynthetic gene cluster, complete sequence

*** GENE CLUSTER *** GQ981380 1 2009 10 KS, 11 AT, 2 C, 1 A Sorangium cellulosum strain So ce895 thuggacin biosynthetic gene cluster, complete sequence

I88042 1 1998 8 KS, 9 AT, 0 C, 0 A Sequence 1 from patent US 5716849

SCU24241 1 1995 8 KS, 10 AT, 0 C, 0 A Sorangium cellulosum acyl−CoA dehydrogenase (sorE), beta−hydroxybutyryl−CoA dehydrogenase (sorD), putative methoxy

*** GENE CLUSTER *** AM407731 1 2006 15 KS, 16 AT, 1 C, 0 A Polyangium cellulosum spirangien biosynthetic gene cluster, strain So ce90

AJ505006 1 2002 8 KS, 8 AT, 1 C, 0 A Sorangium cellulosum spiG gene (partial), spiH gene, spiI gene, spiJ gene, spiK gene, spiL gene and spiZ gene

*** GENE CLUSTER *** DQ176871 1 2005 7 KS, 8 AT, 3 C, 0 A Streptomyces aureofaciens strain Tu117 lipomycin biosynthesis gene cluster, complete sequence

*** GENE CLUSTER *** FN433113 1 2009 8 KS, 8 AT, 1 C, 1 A Streptomyces lydicus streptolydigin biosynthesis gene cluster, strain NRRL 2433

*** GENE CLUSTER *** GU385216 1 2010 8 KS, 8 AT, 1 C, 1 A Streptomyces sp. 307−9 tirandamycin biosynthetic gene cluster, complete sequence

*** GENE CLUSTER *** HQ852227 1 2011 8 KS, 8 AT, 1 C, 1 A Streptomyces sp. SCSIO1666 tirandamycin biosynthetic gene cluster, complete sequence

ARFH01000054 1 2013 7 KS, 7 AT, 1 C, 0 A Frankia sp. BMG5.12 B207DRAFT_scaffold_52.53_C, whole genome shotgun sequence

NZ_GG657754 8 2009 7 KS, 11 AT, 4 C, 0 A Streptomyces hygroscopicus ATCC 53653 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG657

DQ272521S1 1 2005 5 KS, 5 AT, 0 C, 0 A Streptomyces sp. Eco86 B gene locus, partial sequence

AY330485 1 2003 10 KS, 9 AT, 1 C, 0 A Saccharopolyspora erythraea amino acid permease gene, partial cds, transport protein, helix−turn−helix regulator (pkeRI)...

AM420293 10 2006 10 KS, 9 AT, 1 C, 1 A Saccharopolyspora erythraea NRRL2338 complete genome

NZ_ABFV01000032 1 2007 4 KS, 3 AT, 0 C, 0 A Saccharopolyspora erythraea NRRL 2338 NZ_ABFV01000032, whole genome shotgun sequence gb|ABFV010000

DQ272521S2 1 2005 4 KS, 4 AT, 0 C, 0 A Streptomyces sp. Eco86 B gene locus, partial sequence

ARHS01000100 1 2013 8 KS, 8 AT, 0 C, 0 A Streptomyces sp. CNS335 C592DRAFT_scaffold00001.1_C, whole genome shotgun sequence

DQ272520 1 2005 9 KS, 9 AT, 0 C, 0 A Streptomyces aculeolatus A gene locus, complete sequence

NZ_KB897718 1 2013 6 KS, 4 AT, 1 C, 0 A Streptomyces sp. CNY243 genomic scaffold C594DRAFT_scaffold00006.6, whole genome shotgun sequence gb|KB8977

ARDT01000076 1 2013 4 KS, 4 AT, 2 C, 0 A Frankia sp. BCU110501 B056DRAFT_scaffold_70.71_C, whole genome shotgun sequence

CP000820 5 2007 7 KS, 6 AT, 2 C, 0 A Frankia sp. EAN1pec, complete genome

ARGW01000039 1 2013 3 KS, 3 AT, 2 C, 0 A Micromonospora sp. CNB394 C569DRAFT_scaffold00052.52_C, whole genome shotgun sequence

CP002399 7 2010 31 KS, 30 AT, 9 C, 5 A Micromonospora sp. L5, complete genome

ARGW01000072 1 2013 6 KS, 7 AT, 3 C, 2 A Micromonospora sp. CNB394 C569DRAFT_scaffold00021.21_C, whole genome shotgun sequence

CP002162 2 2010 33 KS, 31 AT, 8 C, 4 A Micromonospora aurantiaca ATCC 27029, complete genome

NZ_AEJC01000415 1 2012 8 KS, 8 AT, 2 C, 0 A Streptomyces ipomoeae 91−03 gcontig_1108499708047, whole genome shotgun sequence gb|AEJC01000415.1| S

*** GENE CLUSTER *** AB449340 1 2008 12 KS, 12 AT, 5 C, 0 A Streptomyces lasaliensis plasmid pKSL polyether antibiotic lasalocid biosynthesis gene cluster, par

*** GENE CLUSTER *** FM173265 1 2008 12 KS, 12 AT, 5 C, 0 A Streptomyces lasaliensis lasalocid biosynthetic gene cluster, strain NRRL 3382R

ARCJ01000009 1 2013 5 KS, 5 AT, 0 C, 1 A Streptomyces scabrisporus DSM 41855 A3ICDRAFT_scaffold_6.7_C, whole genome shotgun sequence

*** GENE CLUSTER *** AJ575648 1 2003 4 KS, 3 AT, 1 C, 1 A Streptomyces thioluteus aureothin biosynthesis gene cluster (aurABCDEFGHI genes), strain HKI−22

*** GENE CLUSTER *** AM778535 1 2007 6 KS, 6 AT, 1 C, 1 A Streptomyces orinoci neoaureothin biosynthetic gene cluster

ARAX01000017 2 2013 4 KS, 4 AT, 2 C, 0 A Sciscionella marina DSM 45152 A37UDRAFT_scaffold_15.16_C, whole genome shotgun sequence

EA357094 1 2007 12 KS, 12 AT, 0 C, 0 A Sequence 3 from patent US 7288396

AX600586 1 2002 12 KS, 13 AT, 4 C, 0 A Sequence 1 from Patent WO02079477

NZ_GL877879 2 2011 10 KS, 10 AT, 4 C, 0 A Saccharopolyspora spinosa NRRL 18395 genomic scaffold Scaffold000002, whole genome shotgun sequence gb|GL8

*** GENE CLUSTER *** AR165018 1 2000 11 KS, 11 AT, 4 C, 0 A Saccharopolyspora spinosa probable lysR−type transcriptional regulator, probable keto acyl reduct

AX089420 1 2001 7 KS, 8 AT, 4 C, 0 A Sequence 5 from Patent WO0116303

NZ_GG657757 3 2009 6 KS, 5 AT, 1 C, 0 A Streptomyces viridochromogenes DSM 40736 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG6

CP005080 7 2013 5 KS, 5 AT, 1 C, 0 A Streptomyces fulvissimus DSM 40593, complete genome

NZ_AEJB01000073 1 2012 5 KS, 5 AT, 1 C, 0 A Streptomyces turgidiscabies Car8 gcontig_1113219321333, whole genome shotgun sequence gb|AEJB01000073.1

ARCJ01000084 1 2013 4 KS, 5 AT, 1 C, 0 A Streptomyces scabrisporus DSM 41855 A3ICDRAFT_scaffold_77.78_C, whole genome shotgun sequence

NZ_AHBF01000028 1 2011 6 KS, 7 AT, 1 C, 0 A Streptomyces acidiscabies 84−104 contig_28, whole genome shotgun sequence gb|AHBF01000028.1| Streptomyce

NZ_AHBF01000173 1 2011 6 KS, 5 AT, 0 C, 0 A Streptomyces acidiscabies 84−104 contig_173, whole genome shotgun sequence gb|AHBF01000173.1| Streptomy

JX081656 1 2012 11 KS, 13 AT, 1 C, 2 A Streptomyces tsukubaensis NRRL18488 clone contig00001 genomic sequence

*** GENE CLUSTER *** KC514471 1 2013 11 KS, 13 AT, 0 C, 2 A Streptomyces griseus strain DSM 2608 bafilomycin gene cluster, partial sequence

ARDQ01000002 1 2013 11 KS, 13 AT, 0 C, 2 A Streptomyces sp. CcalMP−8W B053DRAFT_scaffold_1.2_C, whole genome shotgun sequence

*** GENE CLUSTER *** GU390405 1 2010 11 KS, 13 AT, 0 C, 3 A Streptomyces lohii strain ATCC BAA−1276 bafilomycin biosynthetic gene cluster, complete sequen

ARJI01000019 1 2013 5 KS, 5 AT, 0 C, 0 A Streptomyces sp. CNB091 D581DRAFT_scaffold00033.33_C, whole genome shotgun sequence

AP010968 8 2009 12 KS, 14 AT, 0 C, 2 A Kitasatospora setae KM−6054 DNA, complete genome

NZ_AOHP01000001 1 2013 4 KS, 4 AT, 2 C, 0 A Streptomyces gancidicus BKS 13−15 Contig001, whole genome shotgun sequence gb|AOHP01000001.1| Streptom

*** GENE CLUSTER *** HQ538722 1 2010 7 KS, 7 AT, 1 C, 0 A Streptomyces autolyticus hypothetical protein gene, complete cds, geldanamycin biosynthesis gene c

NZ_AOUO01000124 1 2013 3 KS, 2 AT, 2 C, 0 A Amycolatopsis vancoresmycina DSM 44592 Contig00125, whole genome shotgun sequence gb|AOUO01000124.1

*** GENE CLUSTER *** GV659075 1 2002 7 KS, 7 AT, 1 C, 0 A Streptomyces hygroscopicus strain NRRL 3602 geldanamycin biosynthesis gene cluster, partial sequ

*** GENE CLUSTER *** AY947889 1 2005 7 KS, 7 AT, 1 C, 0 A Streptomyces hygroscopicus strain AM 3672 herbimycin polyketide biosynthetic gene cluster, complet

CP002994 14 2011 7 KS, 7 AT, 2 C, 0 A Streptomyces violaceusniger Tu 4113, complete genome

*** GENE CLUSTER *** DQ149987 1 2005 14 KS, 15 AT, 0 C, 0 A Streptomyces neyagawaensis concanamycin A biosynthetic gene cluster, complete sequence

FN554889 8 2009 14 KS, 15 AT, 1 C, 0 A Streptomyces scabiei 87.22 complete genome

NZ_JH725396 1 2012 3 KS, 2 AT, 0 C, 0 A Streptomyces auratus AGR0001 genomic scaffold Scaffold10, whole genome shotgun sequence gb|JH725396.1| Strepto

NZ_AJSZ01000018 1 2012 6 KS, 5 AT, 0 C, 0 A Streptomyces tsukubaensis NRRL18488 Contig018, whole genome shotgun sequence gb|AJSZ01000018.1| Strepto

NZ_AJSZ01000020 1 2012 3 KS, 4 AT, 0 C, 0 A Streptomyces tsukubaensis NRRL18488 Contig020, whole genome shotgun sequence gb|AJSZ01000020.1| Strepto

CP002994 3 2011 8 KS, 8 AT, 3 C, 0 A Streptomyces violaceusniger Tu 4113, complete genome

GP697151 1 2009 8 KS, 8 AT, 3 C, 0 A Sequence 49 from patent US 7595187

NZ_ASJB01000040 1 2013 6 KS, 6 AT, 0 C, 0 A Amycolatopsis orientalis DSM 40040 = KCTC 9412 contig_62, whole genome shotgun sequence gb|ASJB01000040

NZ_ASJB01000099 1 2013 6 KS, 7 AT, 1 C, 2 A Amycolatopsis orientalis DSM 40040 = KCTC 9412 contig_45, whole genome shotgun sequence gb|ASJB01000099

NZ_AHBX01000133 1 2011 4 KS, 4 AT, 1 C, 0 A Saccharomonospora azurea SZMC 14600 contig133, whole genome shotgun sequence gb|AHBX01000133.1| Sac

AGIU02000044 1 2011 16 KS, 17 AT, 1 C, 0 A Saccharomonospora azurea NA−128 Sacazscaffold_1_Cont44, whole genome shotgun sequence

NZ_AHBX01000141 1 2011 3 KS, 3 AT, 1 C, 0 A Saccharomonospora azurea SZMC 14600 contig141, whole genome shotgun sequence gb|AHBX01000141.1| Sac

*** GENE CLUSTER *** AB435553 1 2006 11 KS, 11 AT, 2 C, 0 A Streptomyces platensis pldAI, pldAII, pldAIII, pldAIV, pldB, pldC, pldD, pldR gene cluster, complete 

NZ_AOUO01000606 1 2013 3 KS, 3 AT, 1 C, 0 A Amycolatopsis vancoresmycina DSM 44592 Contig00608, whole genome shotgun sequence gb|AOUO01000606.1

NZ_JH725391 1 2012 7 KS, 7 AT, 2 C, 0 A Streptomyces auratus AGR0001 genomic scaffold Scaffold5, whole genome shotgun sequence gb|JH725391.1| Streptom

NZ_AOUO01000554 1 2013 4 KS, 4 AT, 2 C, 0 A Amycolatopsis vancoresmycina DSM 44592 Contig00556, whole genome shotgun sequence gb|AOUO01000554.1

*** GENE CLUSTER *** JN033543 1 2011 16 KS, 15 AT, 6 C, 0 A Streptomyces albus strain XM211 polyether ionophore salinomycin biosynthetic gene cluster, comp

HE586118 1 2011 16 KS, 15 AT, 6 C, 0 A Streptomyces albus subsp. albus salinomycin biosynthesis cluster, strain DSM 41398

AF016585 1 1997 8 KS, 8 AT, 2 C, 0 A Streptomyces caelestis cytochrome P−450 hydroxylase homolog (nidi) gene, partial cds, polyketide synthase modules 1 thro...

*** GENE CLUSTER *** AR897801 1 2004 7 KS, 7 AT, 1 C, 0 A Midecamycin biosynthetic gene cluster Sequence 1 from patent US 7070980

NZ_AHBX01000167 1 2011 3 KS, 2 AT, 1 C, 0 A Saccharomonospora azurea SZMC 14600 contig167, whole genome shotgun sequence gb|AHBX01000167.1| Sac

NZ_ANSJ01000046 1 2012 3 KS, 3 AT, 0 C, 0 A Streptomyces rimosus subsp. rimosus ATCC 10970 contig00055, whole genome shotgun sequence gb|ANSJ01000

NZ_ANSJ01000159 1 2012 4 KS, 4 AT, 0 C, 0 A Streptomyces rimosus subsp. rimosus ATCC 10970 contig00202, whole genome shotgun sequence gb|ANSJ01000

*** GENE CLUSTER *** HQ386234 1 2010 13 KS, 13 AT, 1 C, 1 A Streptomyces chattanoogensis strain L10 natamycin biosynthetic gene cluster, partial sequence

*** GENE CLUSTER *** AJ278573 1 2000 13 KS, 13 AT, 1 C, 1 A Streptomyces natalensis pimaricin biosynthetic gene cluster

AJ132222 1 1999 4 KS, 4 AT, 0 C, 0 A Streptomyces natalensis pimS1 gene

NZ_ANSJ01000121 1 2012 5 KS, 5 AT, 1 C, 0 A Streptomyces rimosus subsp. rimosus ATCC 10970 contig00148, whole genome shotgun sequence gb|ANSJ01000

*** GENE CLUSTER *** JX827252 1 2012 13 KS, 13 AT, 2 C, 1 A Streptomyces ahygroscopicus subsp. wuzhouensis tetramycin biosynthetic gene cluster, complete s

AROY01000052 1 2013 3 KS, 3 AT, 0 C, 0 A Streptomyces albulus CCRC 11814 contig_0052, whole genome shotgun sequence

*** GENE CLUSTER *** JN688154 1 2011 13 KS, 13 AT, 2 C, 1 A Streptomyces hygrospinosus strain beijingensis tetramycin gene cluster, complete sequence

AROY01000276 1 2013 3 KS, 3 AT, 0 C, 0 A Streptomyces albulus CCRC 11814 contig_0276, whole genome shotgun sequence

AY899214 1 2004 26 KS, 27 AT, 3 C, 2 A Streptomyces aizunensis strain NRRL B−11277 glycosyltransferase, polyketide synthase type Is, acyl transferase, membran

NZ_AOHP01000094 1 2013 3 KS, 2 AT, 0 C, 0 A Streptomyces gancidicus BKS 13−15 Contig0097, whole genome shotgun sequence gb|AOHP01000094.1| Strepto

NZ_JH725392 1 2012 5 KS, 6 AT, 1 C, 0 A Streptomyces auratus AGR0001 genomic scaffold Scaffold6, whole genome shotgun sequence gb|JH725392.1| Streptom

AGNH01000045 1 2011 3 KS, 3 AT, 0 C, 0 A Streptomyces sp. TOR3209 Contig45, whole genome shotgun sequence

CP002994 6 2011 22 KS, 23 AT, 6 C, 1 A Streptomyces violaceusniger Tu 4113, complete genome

AEYC01000100 1 2011 5 KS, 4 AT, 2 C, 0 A Saccharopolyspora spinosa NRRL 18395 contig_100, whole genome shotgun sequence

AY466441 1 2003 11 KS, 11 AT, 1 C, 0 A Saccharopolyspora spinosa NRLL 18395 obscurin polyketide synthase gene locus, complete sequence

NZ_GL877878 4 2011 3 KS, 5 AT, 0 C, 0 A Saccharopolyspora spinosa NRRL 18395 genomic scaffold Scaffold000001, whole genome shotgun sequence gb|GL877

*** GENE CLUSTER *** AM992894 1 2008 8 KS, 8 AT, 1 C, 0 A Streptomyces violaceoruber kendomycin biosynthetic gene cluster, strain 3844−33C

NZ_AORZ01000112 1 2013 4 KS, 3 AT, 1 C, 0 A Streptomyces mobaraensis NBRC 13819 = DSM 40847 contig112, whole genome shotgun sequence gb|AORZ010

SFU78289 1 1996 8 KS, 8 AT, 4 C, 0 A Streptomyces fradiae tylactone synthase, starter module and modules 1−7, (tylG) gene, complete cds

CP003410 4 2006 12 KS, 13 AT, 3 C, 3 A Amycolatopsis orientalis HCCB10007, complete genome

EA322456 1 2007 3 KS, 3 AT, 1 C, 0 A Sequence 46 from patent US 7300921

*** GENE CLUSTER *** EU220288 1 2007 8 KS, 8 AT, 2 C, 0 A Streptomyces eurythermus strain ATCC 23956 anglomycin biosynthesis gene cluster, complete seque

ARHK01000062 1 2013 3 KS, 3 AT, 2 C, 0 A Salinispora pacifica CNT609 C584DRAFT_scaffold00036.36_C, whole genome shotgun sequence

AX697977 1 2003 4 KS, 4 AT, 4 C, 0 A Sequence 1 from Patent WO03010193

*** GENE CLUSTER *** AB089954 1 2002 8 KS, 8 AT, 1 C, 0 A Micromonospora griseorubida gene cluster for the polyketide macrolide mycinamicin, partial and com

AB017641 1 1998 3 KS, 3 AT, 0 C, 0 A Micromonospora griseorubida gene for polyketide synthase, complete cds

*** GENE CLUSTER *** AF079138 1 1998 7 KS, 7 AT, 2 C, 0 A Streptomyces venezuelae methymycin/pikromycin polyketide synthase gene cluster, complete sequen

AR271680 1 2002 7 KS, 7 AT, 2 C, 0 A Sequence 1 from patent US 6503741

AM420293 6 2006 5 KS, 6 AT, 1 C, 2 A Saccharopolyspora erythraea NRRL2338 complete genome

NZ_ABFV01000056 1 2007 4 KS, 4 AT, 0 C, 1 A Saccharopolyspora erythraea NRRL 2338 NZ_ABFV01000056, whole genome shotgun sequence gb|ABFV010000

NZ_AORZ01000110 1 2013 3 KS, 3 AT, 2 C, 0 A Streptomyces mobaraensis NBRC 13819 = DSM 40847 contig110, whole genome shotgun sequence gb|AORZ010

*** GENE CLUSTER *** HQ840721 1 2010 8 KS, 8 AT, 2 C, 0 A Streptomyces piomogenus piericidin A1 gene cluster, partial sequence

*** GENE CLUSTER *** AF440781 1 2001 14 KS, 13 AT, 7 C, 0 A Streptomyces cinnamonensis polyether antibiotic monensin biosynthesis gene cluster, partial seque

NZ_AORZ01000176 1 2013 3 KS, 3 AT, 1 C, 0 A Streptomyces mobaraensis NBRC 13819 = DSM 40847 contig176, whole genome shotgun sequence gb|AORZ010

*** GENE CLUSTER *** JQ793783 1 2012 14 KS, 13 AT, 8 C, 0 A Streptomyces sp. CS684 hypothetical protein, putative cytochrome c oxidase, putative histidine kina

NZ_AORZ01000108 1 2013 4 KS, 4 AT, 1 C, 0 A Streptomyces mobaraensis NBRC 13819 = DSM 40847 contig108, whole genome shotgun sequence gb|AORZ010

*** GENE CLUSTER *** AB469193 1 2008 13 KS, 13 AT, 1 C, 0 A Streptomyces graminofaciens DNA, FD−891 producer gene cluster

JX081668 1 2012 8 KS, 8 AT, 6 C, 2 A Streptomyces tsukubaensis NRRL18488 clone PKS4 genomic sequence

NZ_KB896965 1 2013 4 KS, 4 AT, 3 C, 2 A Salinispora pacifica CNY237 genomic scaffold C586DRAFT_scaffold00027.27, whole genome shotgun sequence gb|KB8

ARBB01000003 7 2007 10 KS, 10 AT, 3 C, 2 A Salinispora arenicola DSM 45545 strain CNS−991 scaffold1_C3, whole genome shotgun sequence

ARER01000031 1 2013 4 KS, 4 AT, 3 C, 2 A Salinispora arenicola CNS673 B127DRAFT_scaffold00025.25_C, whole genome shotgun sequence

NZ_KB896401 1 2013 4 KS, 4 AT, 3 C, 2 A Salinispora arenicola CNY011 genomic scaffold C576DRAFT_scaffold00024.24, whole genome shotgun sequence gb|KB

ARKU01000019 1 2013 3 KS, 3 AT, 3 C, 0 A Salinispora arenicola CNY234 F584DRAFT_scaffold00034.34_C, whole genome shotgun sequence

ARHA01000053 1 2013 3 KS, 3 AT, 3 C, 0 A Salinispora arenicola CNS744 C573DRAFT_scaffold00037.37_C, whole genome shotgun sequence

ARHF01000051 1 2013 3 KS, 3 AT, 3 C, 0 A Salinispora arenicola CNY256 C578DRAFT_scaffold00029.29_C, whole genome shotgun sequence

AREQ01000038 1 2013 3 KS, 3 AT, 3 C, 0 A Salinispora pacifica CNT849 B112DRAFT_scaffold00033.33_C, whole genome shotgun sequence

ARIQ01000030 1 2013 3 KS, 4 AT, 3 C, 0 A Salinispora arenicola CNT859 D462DRAFT_scaffold00046.46_C, whole genome shotgun sequence

*** GENE CLUSTER *** FJ952082 2 2002 10 KS, 10 AT, 0 C, 0 A Streptomyces nanchangensis strain NS3226 meilingmycin biosynthetic gene cluster, partial sequen

CP002047 7 2010 10 KS, 10 AT, 1 C, 0 A Streptomyces bingchenggensis BCW−1, complete genome

*** GENE CLUSTER *** BA000030 4 1999 12 KS, 13 AT, 2 C, 0 A Streptomyces avermitilis polyketide synthase gene cluster (aveA1, aveA2, aveA3, aveA4) and aveC

AR642796 1 2000 6 KS, 6 AT, 1 C, 0 A Sequence 2 from patent US 6864073

*** GENE CLUSTER *** AB363939 1 2007 13 KS, 14 AT, 2 C, 0 A Streptomyces cyaneogriseus subsp. noncyanogenus gene cluster (nemR, nemG, nemF, nemA1−1

CQ924550 1 2004 11 KS, 13 AT, 2 C, 0 A Sequence 1 from Patent EP1477563

ARHN01000135 1 2013 6 KS, 6 AT, 0 C, 0 A Salinispora pacifica CNY330 C587DRAFT_scaffold00010.10_C, whole genome shotgun sequence

CP001778 4 2009 4 KS, 5 AT, 3 C, 0 A Stackebrandtia nassauensis DSM 44728, complete genome

*** GENE CLUSTER *** FJ545274 1 2008 11 KS, 10 AT, 2 C, 1 A Streptomyces antibioticus strain NRRL8167 indanomycin biosynthetic gene cluster, complete seque

NZ_KB911793 1 2013 6 KS, 6 AT, 1 C, 0 A Streptomyces sp. 351MFTsu5.1 genomic scaffold H295DRAFT_scaffold00019.19, whole genome shotgun sequence gb|K

ARFO01000024 1 2013 4 KS, 4 AT, 1 C, 0 A Actinomadura flavalba DSM 45200 C229DRAFT_scaffold00001.1_C, whole genome shotgun sequence

NZ_BAEH01000125 1 2011 4 KS, 4 AT, 0 C, 0 A Gordonia effusa NBRC 100432 DNA, contig: GOEFS125, whole genome shotgun sequence dbj|BAEH01000125.1|

NZ_APIV01000036 1 2013 3 KS, 3 AT, 1 C, 0 A Streptomyces sp. FXJ7.023 Contig36, whole genome shotgun sequence gb|APIV01000036.1| Streptomyces sp. FXJ

CP003219 2 2011 10 KS, 10 AT, 1 C, 0 A Streptomyces cattleya DSM 46488, complete genome

NZ_APIV01000038 1 2013 5 KS, 5 AT, 0 C, 0 A Streptomyces sp. FXJ7.023 Contig38, whole genome shotgun sequence gb|APIV01000038.1| Streptomyces sp. FXJ

*** GENE CLUSTER *** AY623658 1 2004 6 KS, 7 AT, 0 C, 0 A Aeromicrobium erythreum putative transcriptional repressor and putative dehydrogenase/reductase g

*** GENE CLUSTER *** AF263245 1 2000 6 KS, 7 AT, 0 C, 0 A Micromonospora megalomicea subsp. nigra megalomicin biosynthetic gene cluster, partial sequence

*** GENE CLUSTER *** AY771999 1 2004 6 KS, 7 AT, 0 C, 0 A Synthetic construct DEBS polyketide synthase gene cluster, complete sequence

X62569 1 1991 4 KS, 4 AT, 0 C, 0 A S.erythraea eryA gene for 6−deoxyerythronolyde B synthase II & III

*** GENE CLUSTER *** AM420293 2 2004 6 KS, 7 AT, 0 C, 0 A Saccharopolyspora erythraea polyketide synthase gene cluster, complete sequence Saccharopolysp

AR049368 1 1993 4 KS, 4 AT, 0 C, 0 A Sequence 3 from patent US 5824513

AR159871 1 2000 7 KS, 7 AT, 1 C, 0 A Sequence 1 from patent US 6251636

*** GENE CLUSTER *** AY509120 1 2003 8 KS, 8 AT, 3 C, 0 A Streptomyces bikiniensis strain NRRL 2737 chalcomycin biosynthetic gene cluster, partial sequence

*** GENE CLUSTER *** AY118081 1 2002 8 KS, 8 AT, 3 C, 0 A dihydrochalcomyin biosynthesis gene cluster, complete sequence Streptomyces sp. KCTC 0041BP di

ABJF01000371 1 2008 3 KS, 3 AT, 2 C, 0 A Streptomyces sp. Mg1 cont1.371, whole genome shotgun sequence

CP000854 9 2007 3 KS, 3 AT, 1 C, 1 A Mycobacterium marinum M, complete genome

CP003899 7 2012 3 KS, 3 AT, 1 C, 1 A Mycobacterium liflandii 128FXT, complete genome

FO203507 5 2011 3 KS, 3 AT, 1 C, 1 A Mycobacterium canettii CIPT 140060008 complete genome

NZ_GG663492 2 2009 3 KS, 2 AT, 3 C, 1 A Mycobacterium tuberculosis T46 genomic scaffold supercont1.4, whole genome shotgun sequence gb|GG663492.1| Myc

NZ_GL545121 1 2010 3 KS, 3 AT, 2 C, 1 A Mycobacterium tuberculosis SUMu011 genomic scaffold supercont1.20, whole genome shotgun sequence gb|GL545121

NZ_DS985175 3 2008 3 KS, 3 AT, 2 C, 1 A Mycobacterium tuberculosis 94_M4241A supercont1.6 genomic scaffold, whole genome shotgun sequence gb|DS98517

NZ_DF126614 7 2011 3 KS, 3 AT, 1 C, 1 A Mycobacterium tuberculosis NCGM2209 DNA, scaffold: scaffold00001, whole genome shotgun sequence dbj|DF126614.

NZ_AOMG02000052 1 2013 4 KS, 3 AT, 2 C, 1 A Mycobacterium tuberculosis PR05 PR05_contig_52, whole genome shotgun sequence gb|AOMG02000052.1| Myc

FR878060 5 2011 3 KS, 2 AT, 2 C, 1 A Mycobacterium africanum GM041182 complete genome

ALYG01000042 1 2012 4 KS, 2 AT, 2 C, 1 A Mycobacterium tuberculosis NA−A0008 contig042, whole genome shotgun sequence

AASN01000027 2 1998 3 KS, 3 AT, 2 C, 1 A Mycobacterium tuberculosis str. Haarlem cont1.27, whole genome shotgun sequence

AEZE01000005 2 2006 3 KS, 3 AT, 2 C, 1 A Mycobacterium bovis BCG str. China BCG_china_contig005, whole genome shotgun sequence

NZ_CAON01000207 1 2012 3 KS, 3 AT, 1 C, 0 A Mycobacterium canettii CIPT 140070013 WGS project CAON00000000, isolate STB−H, contig 207, whole genome 

NZ_GL544710 2 2010 3 KS, 2 AT, 1 C, 0 A Mycobacterium tuberculosis SUMu003 genomic scaffold supercont1.29, whole genome shotgun sequence gb|GL544710

NZ_GL544837 1 2010 3 KS, 3 AT, 2 C, 0 A Mycobacterium tuberculosis SUMu005 genomic scaffold supercont1.29, whole genome shotgun sequence gb|GL544837

NZ_GG770555 2 2010 3 KS, 3 AT, 2 C, 1 A Mycobacterium parascrofulaceum ATCC BAA−614 genomic scaffold SCAFFOLD3, whole genome shotgun sequence gb

AP012555 6 2012 3 KS, 3 AT, 1 C, 1 A Mycobacterium avium subsp. hominissuis TH135 chromosomal DNA, complete genome

CP000479 8 2006 3 KS, 3 AT, 1 C, 1 A Mycobacterium avium 104, complete genome

NZ_AFVW02000007 2 2011 3 KS, 3 AT, 1 C, 1 A Mycobacterium colombiense CECT 3035 contig00007, whole genome shotgun sequence gb|AFVW02000007.1| M

BAGQ01000074 1 2012 3 KS, 3 AT, 1 C, 1 A Mycobacterium intracellulare M.i.198 DNA, contig: CTG00116, whole genome shotgun sequence

CP002275 10 2006 3 KS, 3 AT, 1 C, 1 A Mycobacterium indicus pranii MTCC 9506, complete genome

CP003491 10 2012 3 KS, 3 AT, 2 C, 1 A Mycobacterium sp. MOTT36Y, complete genome

NZ_AKIG01000001 9 2012 3 KS, 3 AT, 1 C, 1 A Mycobacterium sp. H4Y Contig01, whole genome shotgun sequence gb|AKIG01000001.1| Mycobacterium sp. H4Y 

*** GENE CLUSTER *** EF990140 1 2007 12 KS, 13 AT, 0 C, 0 A Streptomyces spiroverticillatus conserved hypothetical protein, hypothetical proteins, putative dehyd

*** GENE CLUSTER *** DQ983361 1 2006 10 KS, 10 AT, 0 C, 0 A Streptomyces sp. CK4412 tautomycetin biosynthetic gene cluster, complete sequence

*** GENE CLUSTER *** EU035755 1 2007 10 KS, 10 AT, 0 C, 0 A Streptomyces griseochromogenes tautomycetin biosynthetic gene cluster, complete sequence

ARTP01000004 3 2013 4 KS, 4 AT, 1 C, 0 A Streptomyces bottropensis ATCC 25435 StrboDRAFT_scaffold1.1_C4, whole genome shotgun sequence

AY373435 1 2003 16 KS, 17 AT, 5 C, 0 A Streptomyces nanchangensis strain NS3226 NlmTI (nlmTI), NlmRI (nlmRI), NlmA1 (nlmA1), NlmA2 (nlmA2), NlmA3 (nlmA3

FB315479 1 2007 17 KS, 17 AT, 3 C, 0 A Sequence 15102 from Patent EP1852508 dbj|HV106195.1| JP 2003284572−A/7552: Novel polynucleotides

*** GENE CLUSTER *** AB070940 1 2001 17 KS, 17 AT, 3 C, 0 A Streptomyces avermitilis oligomycin biosynthetic gene cluster

GV586860 8 2002 17 KS, 17 AT, 3 C, 0 A Sequence 1 from patent US 7630836

NZ_KB905359 13 2013 4 KS, 2 AT, 3 C, 0 A Salinispora pacifica DSM 45544 genomic scaffold Salpac3DRAFT_Scaffold1.1, whole genome shotgun sequence gb|KB

ADFC02000002 1 2009 13 KS, 11 AT, 5 C, 0 A Streptomyces griseus XylebKG−1 scaffold_1_Cont2, whole genome shotgun sequence

AP009493 11 2007 13 KS, 12 AT, 4 C, 0 A Streptomyces griseus subsp. griseus NBRC 13350 DNA, complete genome

NZ_AGBF01000144 1 2011 3 KS, 1 AT, 1 C, 0 A Streptomyces zinciresistens K42 contig00144, whole genome shotgun sequence gb|AGBF01000144.1| Streptomyc

NZ_AQWO01000016 1 2013 5 KS, 6 AT, 4 C, 1 A Streptomyces sp. FxanaC1 B074DRAFT_scaffold_15.16_C, whole genome shotgun sequence gb|AQWO0100001

AEZG01000001 3 2011 3 KS, 2 AT, 1 C, 0 A Mycobacterium bovis BCG str. ATCC 35740 BCG_russia_contig001, whole genome shotgun sequence

CP003876 15 2012 3 KS, 3 AT, 0 C, 0 A Nocardia brasiliensis ATCC 700358, complete genome

*** GENE CLUSTER *** HE648167 1 2011 15 KS, 15 AT, 2 C, 1 A Streptomyces hygroscopicus biosynthetic gene cluster of antifungal polyketide L−155,175

NZ_DS999641 1 2008 10 KS, 11 AT, 1 C, 2 A Streptomyces ghanaensis ATCC 14672 supercont1.1 genomic scaffold, whole genome shotgun sequence gb|DS99964

AJFD01000117 1 2012 4 KS, 4 AT, 0 C, 2 A Streptomyces viridosporus T7A StrvirDRAFT_SVC.3_C2, whole genome shotgun sequence

JH993789 1 2012 12 KS, 9 AT, 2 C, 2 A Streptomyces viridosporus T7A genomic scaffold StrvirDRAFT_SVC.3, whole genome shotgun sequence

*** GENE CLUSTER *** AF235504 1 2000 10 KS, 10 AT, 3 C, 1 A Streptomyces hygroscopicus var. ascomyceticus FK520 biosynthetic gene cluster, partial sequence

AR271638 1 2001 10 KS, 10 AT, 3 C, 1 A Sequence 1 from patent US 6503737

*** GENE CLUSTER *** HM116536 1 2010 11 KS, 11 AT, 3 C, 1 A Streptomyces kanamyceticus strain KCTC 9225 FK506 gene cluster, partial sequence

AF082100 1 1998 4 KS, 4 AT, 2 C, 1 A Streptomyces sp. MA6548 FK506 peptide synthetase (fkbP), FK506 oxidase (fkbO), and FK506 polyketide synthase (fkbB) ge

Y10438 1 1997 4 KS, 4 AT, 0 C, 0 A Streptomyces sp. MA6548 fkbA gene and partial fkbD gene encoding FK506 polyketide synthase and cytochrome P−450−9−deo

NZ_AJSZ01000908 1 2012 10 KS, 11 AT, 3 C, 1 A Streptomyces tsukubaensis NRRL18488 Contig908, whole genome shotgun sequence gb|AJSZ01000908.1| Stre

*** GENE CLUSTER *** HM116537 1 2010 11 KS, 11 AT, 3 C, 1 A FK506 gene cluster, partial sequence Streptomyces sp. strain KCTC 11604BP FK506 gene cluste

JA225393 1 2011 10 KS, 11 AT, 3 C, 1 A Sequence 7 from Patent WO2011021036

*** GENE CLUSTER *** HQ696504 1 2010 11 KS, 11 AT, 3 C, 1 A Streptomyces sp. MJM7001 FK506 biosynthetic gene cluster, partial sequence

JX081655 2 2012 9 KS, 10 AT, 3 C, 1 A Streptomyces tsukubaensis NRRL18488 clone mira_assembly_c216 genomic sequence

*** GENE CLUSTER *** X86780 1 1995 14 KS, 14 AT, 2 C, 1 A S.hygroscopicus gene cluster for polyketide immunosuppressant rapamycin

*** GENE CLUSTER *** GQ166664 1 2009 5 KS, 5 AT, 1 C, 0 A Actinoplanes sp. N902−109 rapamysin biosynthase gene cluster, complete sequence Actinoplanes s

CP005929 10 2013 31 KS, 29 AT, 6 C, 6 A Actinoplanes sp. N902−109, complete genome

NZ_ABCS01000025 1 2007 3 KS, 4 AT, 0 C, 1 A Plesiocystis pacifica SIR−1 1103186006199, whole genome shotgun sequence gb|ABCS01000025.1| Plesiocystis p

*** GENE CLUSTER *** FJ915123 1 2009 4 KS, 2 AT, 0 C, 0 A Micromonospora echinospora subsp. challisensis strain NRRL 12255 TLN−05220 gene cluster, compl

ARAX01000017 1 2013 4 KS, 3 AT, 0 C, 1 A Sciscionella marina DSM 45152 A37UDRAFT_scaffold_15.16_C, whole genome shotgun sequence

FN554889 7 2009 3 KS, 3 AT, 1 C, 2 A Streptomyces scabiei 87.22 complete genome

BX649209 1 2003 18 KS, 18 AT, 0 C, 0 A Mycobacterium ulcerans plasmid pMUM001, complete plasmid genome

CS104150 1 2005 9 KS, 9 AT, 0 C, 0 A Sequence 1 from Patent WO2005047509

CS104152 1 2005 8 KS, 8 AT, 0 C, 0 A Sequence 3 from Patent WO2005047509

EU271968 1 2007 17 KS, 17 AT, 0 C, 0 A Mycobacterium liflandii 128FXT plasmid pMUM002, complete sequence

CP002047 12 2010 12 KS, 11 AT, 10 C, 5 A Streptomyces bingchenggensis BCW−1, complete genome

NZ_AGJN01000001 1 2011 3 KS, 2 AT, 1 C, 0 A Frankia sp. CN3 ctg348, whole genome shotgun sequence gb|AGJN01000001.1| Frankia sp. CN3 ctg348, whole ge

AP010968 5 2009 7 KS, 5 AT, 2 C, 3 A Kitasatospora setae KM−6054 DNA, complete genome

AY196994 1 2002 3 KS, 2 AT, 0 C, 0 A Streptomyces griseoruber heda cluster, complete sequence

ARMU01000005 1 2013 3 KS, 3 AT, 1 C, 1 A Nocardia sp. BMG111209 G361DRAFT_scaffold00001.1_C1, whole genome shotgun sequence

*** GENE CLUSTER *** DQ630728 1 2006 3 KS, 3 AT, 1 C, 0 A Streptomyces albus strain CCM4719 salinomycin biosynthetic gene cluster, partial sequence

NZ_AOHP01000024 1 2013 4 KS, 3 AT, 0 C, 0 A Streptomyces gancidicus BKS 13−15 Contig0024, whole genome shotgun sequence gb|AOHP01000024.1| Strepto

NZ_ANBB01000061 1 2012 3 KS, 3 AT, 0 C, 0 A Nocardiopsis potens DSM 45234 contig_61, whole genome shotgun sequence gb|ANBB01000061.1| Nocardiopsis 

NZ_JH725390 1 2012 3 KS, 2 AT, 0 C, 0 A Streptomyces auratus AGR0001 genomic scaffold Scaffold4, whole genome shotgun sequence gb|JH725390.1| Streptom

ADFC02000002 2 2009 15 KS, 15 AT, 3 C, 1 A Streptomyces griseus XylebKG−1 scaffold_1_Cont2, whole genome shotgun sequence

AP009493 12 2007 12 KS, 12 AT, 2 C, 1 A Streptomyces griseus subsp. griseus NBRC 13350 DNA, complete genome

*** GENE CLUSTER *** DQ116941 1 2005 13 KS, 13 AT, 4 C, 0 A Streptomyces antibioticus acetyltransferase gene, partial cds, hypothetical protein and Orf0 genes,

*** GENE CLUSTER *** AB193609 1 2004 16 KS, 14 AT, 1 C, 0 A Streptomyces sp. NRRL 11266 tetronomycin biosynthetic gene cluster, partial and complete cds

NZ_KB897376 1 2013 6 KS, 4 AT, 2 C, 0 A Streptomyces sp. CNQ766 genomic scaffold C591DRAFT_scaffold00014.14, whole genome shotgun sequence gb|KB89

NZ_KB897727 1 2013 11 KS, 7 AT, 3 C, 0 A Streptomyces sp. CNY243 genomic scaffold C594DRAFT_scaffold00015.15, whole genome shotgun sequence gb|KB89

*** GENE CLUSTER *** HM452329 1 2010 7 KS, 7 AT, 1 C, 2 A Streptomyces chartreusis pyrrole polyether antibiotic calcimycin (A23187) biosynthesis gene cluster, 

NZ_KB911579 1 2013 8 KS, 7 AT, 2 C, 0 A Salinispora pacifica DSM 45547 genomic scaffold SALPAC4DRAFT_scaffold1.1, whole genome shotgun sequence gb|KB

NZ_KB911579 12 2013 9 KS, 8 AT, 2 C, 0 A Salinispora pacifica DSM 45547 genomic scaffold SALPAC4DRAFT_scaffold1.1, whole genome shotgun sequence gb|K

NZ_KB913027 12 2013 10 KS, 8 AT, 3 C, 0 A Salinispora pacifica DSM 45546 genomic scaffold Salpac5DRAFT_scaffold1.1, whole genome shotgun sequence gb|K

ARBB01000003 6 2013 4 KS, 4 AT, 7 C, 7 A Salinispora arenicola DSM 45545 strain CNS−991 scaffold1_C3, whole genome shotgun sequence

CT573213 5 2006 4 KS, 4 AT, 7 C, 7 A Frankia alni str. ACN14A chromosome, complete sequence

BAGG01000061 2 2012 9 KS, 9 AT, 3 C, 0 A Nocardia takedensis NBRC 100417 DNA, contig: NT1_con61, whole genome shotgun sequence

ARFV01000092 1 2013 21 KS, 21 AT, 2 C, 2 A Actinokineospora enzanensis DSM 44649 C503DRAFT_scaffold00002.2_C, whole genome shotgun sequence

CP001630 15 2009 4 KS, 4 AT, 0 C, 1 A Actinosynnema mirum DSM 43827, complete genome

CP003219 5 2011 5 KS, 4 AT, 4 C, 2 A Streptomyces cattleya DSM 46488, complete genome

*** GENE CLUSTER *** JF819834 1 2011 15 KS, 15 AT, 4 C, 0 A Nocardiopsis sp. FU40 apoptolidin gene cluster, complete sequence

BAGG01000266 1 2012 4 KS, 3 AT, 1 C, 1 A Nocardia takedensis NBRC 100417 DNA, contig: NT1_con266, whole genome shotgun sequence

*** GENE CLUSTER *** JX042309 1 2012 11 KS, 11 AT, 5 C, 2 A Streptomyces rugosporus strain NRRL 21084 beta−agarase gene, partial cds, and polyketide synth

*** GENE CLUSTER *** EU443633 1 2008 12 KS, 12 AT, 1 C, 0 A Micromonospora chalcea tetrocarcin A gene cluster, complete sequence

*** GENE CLUSTER *** EU301739 1 2007 12 KS, 12 AT, 2 C, 0 A Actinomadura kijaniata fructokinase gene, partial cds, kijanimicin gene cluster, complete sequence

*** GENE CLUSTER *** JX306680 1 2012 12 KS, 12 AT, 1 C, 0 A Streptomyces sp. FXJ7.023 lobophorin biosynthetic gene cluster, complete sequence

*** GENE CLUSTER *** KC013978 1 2012 12 KS, 12 AT, 1 C, 0 A Streptomyces sp. SCSIO 01127 macrolide glycosyltransferase and conserved hypothetical protein 

*** GENE CLUSTER *** JF970188 1 2011 6 KS, 6 AT, 1 C, 0 A Amycolatopsis orientalis quartromicin biosynthetic gene cluster, complete sequence

CP005929 6 2013 9 KS, 9 AT, 1 C, 0 A Actinoplanes sp. N902−109, complete genome

CP002801 3 2011 4 KS, 4 AT, 0 C, 0 A Frankia symbiont of Datisca glomerata, complete genome

CP002638 2 2011 7 KS, 7 AT, 0 C, 0 A Verrucosispora maris AB−18−032, complete genome

ARDX01000004 1 2013 7 KS, 6 AT, 1 C, 1 A Streptomyces sp. KhCrAH−340 B063DRAFT_scaffold_2.3_C, whole genome shotgun sequence

NZ_KB891627 1 2013 6 KS, 6 AT, 0 C, 1 A Streptomyces sp. KhCrAH−244 genomic scaffold B069DRAFT_scaffold_4.5, whole genome shotgun sequence gb|KB891

ARDT01000031 2 2013 3 KS, 3 AT, 2 C, 0 A Frankia sp. BCU110501 B056DRAFT_scaffold_25.26_C, whole genome shotgun sequence

CP000820 3 2007 6 KS, 6 AT, 0 C, 0 A Frankia sp. EAN1pec, complete genome

CP001700 7 2009 9 KS, 8 AT, 3 C, 1 A Catenulispora acidiphila DSM 44928, complete genome

NZ_KB903944 1 2013 6 KS, 5 AT, 3 C, 0 A Nonomuraea coxensis DSM 45129 genomic scaffold A3G7DRAFT_scaffold_12.13, whole genome shotgun sequence gb

ARAX01000035 1 2013 6 KS, 6 AT, 0 C, 0 A Sciscionella marina DSM 45152 A37UDRAFT_scaffold_33.34_C, whole genome shotgun sequence

ARAF01000002 15 2013 13 KS, 13 AT, 3 C, 1 A Amycolatopsis alba DSM 44262 scaffold1_C2, whole genome shotgun sequence

NZ_ANMG01000009 2 2012 10 KS, 9 AT, 1 C, 0 A Amycolatopsis azurea DSM 43854 contig9, whole genome shotgun sequence gb|ANMG01000009.1| Amycolatop

NZ_ANMG01000076 1 2012 3 KS, 4 AT, 2 C, 1 A Amycolatopsis azurea DSM 43854 contig76, whole genome shotgun sequence gb|ANMG01000076.1| Amycolatop

NZ_AOHO01000043 1 2013 13 KS, 13 AT, 3 C, 1 A Amycolatopsis decaplanina DSM 44594 Contig0043, whole genome shotgun sequence gb|AOHO01000043.1| A

CP003229 5 2011 11 KS, 10 AT, 2 C, 0 A Streptomyces cattleya DSM 46488 plasmid pSCATT, complete genome

NZ_APIV01000023 1 2013 6 KS, 5 AT, 2 C, 0 A Streptomyces sp. FXJ7.023 Contig23, whole genome shotgun sequence gb|APIV01000023.1| Streptomyces sp. FXJ

NZ_GG657754 3 2009 23 KS, 26 AT, 6 C, 0 A Streptomyces hygroscopicus ATCC 53653 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG65

NZ_GG657754 4 2009 7 KS, 6 AT, 0 C, 0 A Streptomyces hygroscopicus ATCC 53653 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG6577

NZ_AGBF01000003 1 2011 19 KS, 20 AT, 6 C, 1 A Streptomyces zinciresistens K42 contig00003, whole genome shotgun sequence gb|AGBF01000003.1| Streptom

NZ_GG657738 3 2009 4 KS, 3 AT, 2 C, 1 A Micromonospora sp. ATCC 39149 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG657738.1| M

ARPK01000001 3 2013 19 KS, 20 AT, 2 C, 1 A Amycolatopsis benzoatilytica AK 16/65 AmybeDRAFT_scaffold1.1_C1, whole genome shotgun sequence

*** GENE CLUSTER *** AF324838 1 2000 8 KS, 5 AT, 2 C, 0 A Streptomyces antibioticus simocyclinone biosynthetic gene cluster, partial sequence

*** GENE CLUSTER *** EU108007 1 2007 19 KS, 19 AT, 2 C, 0 A Pseudonocardia autotrophica strain KCTC9441 polyene biosynthetic gene cluster, complete seque

*** GENE CLUSTER *** AF357202 1 2001 19 KS, 19 AT, 1 C, 0 A Streptomyces nodosus amphotericin biosynthetic gene cluster, complete sequence

*** GENE CLUSTER *** AX211739 1 2000 19 KS, 19 AT, 1 C, 0 A Streptomyces noursei ATCC 11455 nystatin biosynthetic gene cluster, complete sequence Sequen

ARMU01000005 6 2013 6 KS, 6 AT, 0 C, 1 A Nocardia sp. BMG111209 G361DRAFT_scaffold00001.1_C1, whole genome shotgun sequence

CP001966 2 2010 8 KS, 8 AT, 0 C, 0 A Tsukamurella paurometabola DSM 20162, complete genome

ARFV01000095 1 2013 4 KS, 3 AT, 0 C, 0 A Actinokineospora enzanensis DSM 44649 C503DRAFT_scaffold00001.1_C3, whole genome shotgun sequence

CP002047 10 2010 3 KS, 3 AT, 8 C, 9 A Streptomyces bingchenggensis BCW−1, complete genome

CP002000 10 2010 3 KS, 2 AT, 0 C, 0 A Amycolatopsis mediterranei U32, complete genome

NZ_KB913037 18 2013 3 KS, 2 AT, 0 C, 0 A Amycolatopsis balhimycina FH 1894 strain DSM 44591 genomic scaffold A3CEDRAFT_scaffold1.1, whole genome shotg

CP001574 1 2008 9 KS,  AT, 1 C, 1 A Micromonas sp. RCC299 chromosome 1, complete sequence

GL832973 1 2009 5 KS, 1 AT, 1 C, 1 A Salpingoeca sp. ATCC 50818 unplaced genomic scaffold supercont1.19, whole genome shotgun sequence

KB865668 1 2012 3 KS, 1 AT, 0 C, 0 A Emiliania huxleyi CCMP1516 unplaced genomic scaffold EMIHUscaffold_3, whole genome shotgun sequence

KB725930 1 2012 3 KS, 5 AT, 0 C, 0 A Colletotrichum orbiculare MAFF 240422 unplaced genomic scaffold Scaffold_366, whole genome shotgun sequence

CP003389 7 2012 4 KS, 2 AT, 1 C, 1 A Corallococcus coralloides DSM 2259, complete genome

FP893246 1 2010 4 KS, 2 AT, 1 C, 1 A Vibrio nigripulchritudo plasmid VIBNI_pA, complete genome

CM001859 1 2012 4 KS, 2 AT, 6 C, 6 A Dickeya solani IPO 2222 chromosome, whole genome shotgun sequence

NZ_AKXT01000036 1 2012 8 KS, 1 AT, 0 C, 0 A Chondromyces apiculatus DSM 436 contig36, whole genome shotgun sequence gb|AKXT01000036.1| Chondromyc

BAGE01000052 2 2012 9 KS, 3 AT, 9 C, 8 A Nocardia paucivorans NBRC 100373 DNA, contig: NP1_con52, whole genome shotgun sequence

BAGF01000151 1 2012 8 KS, 3 AT, 0 C, 0 A Nocardia pneumoniae NBRC 100136 DNA, contig: NP2_con151, whole genome shotgun sequence

BAFR01000107 1 2012 8 KS, 3 AT, 0 C, 0 A Nocardia araoensis NBRC 100135 DNA, contig: NA7_con107, whole genome shotgun sequence

BAFZ01000063 1 2012 7 KS, 2 AT, 0 C, 0 A Nocardia exalbida NBRC 100660 DNA, contig: NE1_con63, whole genome shotgun sequence

BAFP01000080 1 2012 9 KS, 3 AT, 0 C, 0 A Nocardia abscessus NBRC 100374 DNA, contig: NA2_con80, whole genome shotgun sequence

BAFS01000454 1 2012 5 KS, 1 AT, 0 C, 0 A Nocardia asiatica NBRC 100129 DNA, contig: NA9_con454, whole genome shotgun sequence

AREU01000003 1 2013 3 KS, 3 AT, 0 C, 0 A Mycobacterium sp. 155 B133DRAFT_scaffold1.1_C, whole genome shotgun sequence

AL583925 1 2001 5 KS, 5 AT, 1 C, 0 A Mycobacterium leprae strain TN complete genome, segment 9/10

AR345352 1 1993 4 KS, 5 AT, 1 C, 0 A Sequence 120 from patent US 6583266

CP003899 2 2012 7 KS, 7 AT, 2 C, 1 A Mycobacterium liflandii 128FXT, complete genome

CP000325 3 2006 7 KS, 7 AT, 2 C, 1 A Mycobacterium ulcerans Agy99, complete genome

CP000854 7 2007 7 KS, 7 AT, 2 C, 1 A Mycobacterium marinum M, complete genome

NZ_CM000636 4 2008 7 KS, 7 AT, 2 C, 1 A Mycobacterium kansasii ATCC 12478 chromosome, whole genome shotgun sequence gb|CM000636.1| Mycobacterium 

NZ_DS986689 1 2008 5 KS, 5 AT, 2 C, 1 A Mycobacterium tuberculosis T17 supercont1.18 genomic scaffold, whole genome shotgun sequence gb|DS986689.1| My

NZ_DS985159 1 2008 6 KS, 7 AT, 2 C, 1 A Mycobacterium tuberculosis T85 supercont1.13 genomic scaffold, whole genome shotgun sequence gb|DS985159.1| My

NZ_APKD01000058 1 2013 7 KS, 7 AT, 2 C, 1 A Mycobacterium orygis 112400015 Mo_58, whole genome shotgun sequence gb|APKD01000058.1| Mycobacterium

NZ_AAYK01000264 1 2007 3 KS, 3 AT, 2 C, 1 A Mycobacterium tuberculosis H37Ra NZ_AAYK01000264, whole genome shotgun sequence gb|AAYK01000264.1| m

NZ_AOMG02000045 1 2013 4 KS, 4 AT, 2 C, 1 A Mycobacterium tuberculosis PR05 PR05_contig_45, whole genome shotgun sequence gb|AOMG02000045.1| Myc

NZ_CAON01000385 1 2012 3 KS, 3 AT, 2 C, 1 A Mycobacterium canettii CIPT 140070013 WGS project CAON00000000, isolate STB−H, contig 385, whole genome 

NZ_GG663492 6 2009 7 KS, 7 AT, 2 C, 1 A Mycobacterium tuberculosis T46 genomic scaffold supercont1.4, whole genome shotgun sequence gb|GG663492.1| Myc

AMXW01000031 1 2012 6 KS, 6 AT, 2 C, 1 A Mycobacterium tuberculosis UM 1072388579 contig_31, whole genome shotgun sequence

FO203507 8 2011 7 KS, 7 AT, 2 C, 1 A Mycobacterium canettii CIPT 140060008 complete genome

NZ_DS986667 1 2008 6 KS, 5 AT, 1 C, 1 A Mycobacterium tuberculosis GM 1503 supercont1.13 genomic scaffold, whole genome shotgun sequence gb|DS986667.

NZ_CAOO01000357 1 2012 4 KS, 4 AT, 1 C, 0 A Mycobacterium canettii CIPT 140070007 WGS project CAOO00000000, isolate STB−I, contig 357, whole genome s

NZ_KB822851 1 2011 6 KS, 6 AT, 2 C, 1 A Mycobacterium tuberculosis SP21 genomic scaffold scaffold3, whole genome shotgun sequence gb|KB822851.1| Mycob

NZ_GL545082 1 2010 4 KS, 4 AT, 2 C, 1 A Mycobacterium tuberculosis SUMu010 genomic scaffold supercont1.33, whole genome shotgun sequence gb|GL545082

NZ_GL545039 1 2010 5 KS, 5 AT, 2 C, 1 A Mycobacterium tuberculosis SUMu009 genomic scaffold supercont1.36, whole genome shotgun sequence gb|GL545039

NZ_GL544673 1 2010 7 KS, 6 AT, 2 C, 1 A Mycobacterium tuberculosis SUMu002 genomic scaffold supercont1.32, whole genome shotgun sequence gb|GL544673

NZ_DS999525 1 2008 7 KS, 8 AT, 1 C, 1 A Mycobacterium tuberculosis 98−R604 INH−RIF−EM supercont1.11 genomic scaffold, whole genome shotgun sequence

NZ_DS985177 1 2008 7 KS, 7 AT, 2 C, 1 A Mycobacterium tuberculosis 94_M4241A supercont1.8 genomic scaffold, whole genome shotgun sequence gb|DS98517

NZ_DS016977 1 2006 6 KS, 6 AT, 2 C, 1 A Mycobacterium tuberculosis str. Haarlem supercont1.2 genomic scaffold, whole genome shotgun sequence gb|DS01697

FR878060 9 2011 7 KS, 7 AT, 2 C, 1 A Mycobacterium africanum GM041182 complete genome

CP005387 9 2013 7 KS, 7 AT, 2 C, 1 A Mycobacterium tuberculosis EAI5/NITR206, complete genome

CP003234 4 2012 3 KS, 3 AT, 1 C, 2 A Mycobacterium tuberculosis RGTB423, complete genome

CP003233 4 2012 5 KS, 4 AT, 2 C, 1 A Mycobacterium tuberculosis RGTB327, complete genome

CP001662 3 2009 8 KS, 7 AT, 2 C, 1 A Mycobacterium tuberculosis KZN 4207, complete genome

CP001658 3 2009 8 KS, 7 AT, 2 C, 1 A Mycobacterium tuberculosis KZN 1435, complete genome

AM412059 9 2006 7 KS, 7 AT, 2 C, 2 A Mycobacterium bovis BCG str. Moreau RDJ complete genome

ALYG01000025 1 2012 5 KS, 5 AT, 1 C, 0 A Mycobacterium tuberculosis NA−A0008 contig025, whole genome shotgun sequence

AEZE01000002 1 2003 7 KS, 7 AT, 2 C, 1 A Mycobacterium bovis BCG str. China BCG_china_contig002, whole genome shotgun sequence

AAKR01000105 1 2001 7 KS, 7 AT, 2 C, 1 A Mycobacterium tuberculosis C strain C cont1.105, whole genome shotgun sequence

ADIA01000143 1 2010 7 KS, 7 AT, 2 C, 1 A Mycobacterium tuberculosis SUMu011 cont1.143, whole genome shotgun sequence

NZ_DS985140 1 2008 7 KS, 6 AT, 2 C, 1 A Mycobacterium tuberculosis T92 supercont1.25 genomic scaffold, whole genome shotgun sequence gb|DS985140.1| My

ALYH01000088 1 2012 5 KS, 5 AT, 1 C, 0 A Mycobacterium tuberculosis NA−A0009 contig088, whole genome shotgun sequence

CP005386 5 2013 5 KS, 4 AT, 2 C, 1 A Mycobacterium tuberculosis CAS/NITR204, complete genome

CP000580 2 2002 3 KS, 3 AT, 1 C, 0 A Mycobacterium sp. JLS, complete genome

CP000384 2 2006 4 KS, 4 AT, 1 C, 0 A Mycobacterium sp. MCS, complete genome

CP000518 2 2006 4 KS, 4 AT, 1 C, 0 A Mycobacterium sp. KMS, complete genome

CP002329 3 2010 5 KS, 5 AT, 1 C, 0 A Mycobacterium sp. JDM601, complete genome

CP003078 6 2011 4 KS, 4 AT, 2 C, 1 A Mycobacterium smegmatis JS623, complete genome

NZ_BAFB01000026 1 2012 5 KS, 5 AT, 1 C, 1 A Gordonia otitidis NBRC 100426 DNA, contig: GOOTI026, whole genome shotgun sequence dbj|BAFB01000026.1| G

NZ_ARVZ01000001 5 2013 5 KS, 5 AT, 1 C, 0 A Gordonia polyisoprenivorans HW436 A3OCDRAFT_chromosome1.1_C, whole genome shotgun sequence gb|ARVZ

NZ_BAEI01000091 1 2011 3 KS, 3 AT, 2 C, 0 A Gordonia polyisoprenivorans NBRC 16320 DNA, contig: GOPIP091, whole genome shotgun sequence dbj|BAEI010

CP000511 3 2006 5 KS, 5 AT, 1 C, 1 A Mycobacterium vanbaalenii PYR−1, complete genome

NZ_JH814696 1 2012 4 KS, 4 AT, 1 C, 0 A Mycobacterium vaccae ATCC 25954 genomic scaffold scaffold11, whole genome shotgun sequence gb|JH814696.1| Myc

CP000656 4 2007 5 KS, 5 AT, 0 C, 1 A Mycobacterium gilvum PYR−GCK, complete genome

CP003053 2 2012 5 KS, 5 AT, 1 C, 0 A Mycobacterium chubuense NBB4, complete genome

ARAA01000073 1 2013 4 KS, 4 AT, 0 C, 1 A Methylobacterium sp. WSM2598 MET2598DRAFT_scaffold1.1_C57, whole genome shotgun sequence

CP000943 1 2008 4 KS, 4 AT, 0 C, 1 A Methylobacterium sp. 4−46, complete genome

NZ_ADVE01000033 1 2010 8 KS,  AT, 1 C, 1 A Methylosinus trichosporium OB3b ctg00105, whole genome shotgun sequence gb|ADVE01000033.1| Methylosinus tr

AACX01000031 1 2005 3 KS, 2 AT, 1 C, 2 A Burkholderia thailandensis E264 strain ATCC 700388 chromosome 2 BTII_2, whole genome shotgun sequence

AAHN02000007 1 2004 3 KS, 2 AT, 1 C, 2 A Burkholderia mallei ATCC 10399 ctg_1047277000593, whole genome shotgun sequence

NZ_CH899683 2 2006 3 KS, 1 AT, 1 C, 2 A Burkholderia mallei ATCC 10399 scf_1047276662084 genomic scaffold, whole genome shotgun sequence gb|CH899683

AAMB02000018 1 2004 3 KS, 2 AT, 1 C, 2 A Burkholderia pseudomallei 1106b gcontig_1105170888281, whole genome shotgun sequence

NZ_CM000833 6 2009 3 KS, 2 AT, 1 C, 2 A Burkholderia pseudomallei 1710a chromosome II, whole genome shotgun sequence gb|CM000833.1| Burkholderia pseu

CP001804 2 2009 4 KS, 2 AT, 1 C, 1 A Haliangium ochraceum DSM 14365, complete genome

CP003150 3 2011 5 KS, 1 AT, 1 C, 1 A Pseudomonas fluorescens F113, complete genome

CP000155 5 2005 5 KS, 1 AT, 1 C, 1 A Hahella chejuensis KCTC 2396, complete genome

*** GENE CLUSTER *** GQ925917 1 2009 5 KS, 1 AT, 1 C, 1 A Streptomyces rochei subsp. volubilis plasmid pSRV lankacidin biosynthetic gene cluster, complete se

AB088224 1 2002 11 KS, 8 AT, 1 C, 1 A Streptomyces rochei plasmid pSLA2−L DNA, complete sequence

CP001506 1 2009 3 KS, 3 AT, 0 C, 1 A Burkholderia glumae BGR1 plasmid bglu_2p, complete sequence

NZ_ANAX01000115 1 2012 3 KS, 1 AT, 0 C, 0 A Nocardiopsis halotolerans DSM 44410 contig_115, whole genome shotgun sequence gb|ANAX01000115.1| Nocard

NZ_ASHX01000001 2 2013 6 KS, 2 AT, 0 C, 2 A Streptomyces violaceusniger SPC6 contig1_1, whole genome shotgun sequence gb|ASHX01000001.1| Streptomyc

NZ_FR873698 1 2011 4 KS, 2 AT, 0 C, 1 A Streptomyces sp. S4 genomic scaffold, ss4_v1_TGAC_scaffold_06, whole genome shotgun sequence emb|FR873698.1|

NZ_DS999645 1 2008 4 KS, 2 AT, 0 C, 1 A Streptomyces albus J1074 supercont3.1 genomic scaffold, whole genome shotgun sequence gb|DS999645.1| Streptomy

ARDM01000016 1 2013 6 KS, 2 AT, 0 C, 1 A Streptomyces sp. LaPpAH−202 B048DRAFT_scaffold_14.15_C, whole genome shotgun sequence

CP004370 9 2013 6 KS, 2 AT, 0 C, 1 A Streptomyces albus J1074, complete genome

NZ_AKJE01000052 1 2012 3 KS, 2 AT, 0 C, 1 A Pseudomonas sp. GM79 PMI36_contig62.62, whole genome shotgun sequence gb|AKJE01000052.1| Pseudomona

NZ_DS996351 1 2008 3 KS, 1 AT, 3 C, 3 A Desulfovibrio piger ATCC 29098 Scfld0 genomic scaffold, whole genome shotgun sequence gb|DS996351.1| Desulfovibr

ARDQ01000005 1 2013 5 KS, 2 AT, 1 C, 3 A Streptomyces sp. CcalMP−8W B053DRAFT_scaffold_4.5_C, whole genome shotgun sequence

CP005080 2 2013 5 KS, 2 AT, 1 C, 1 A Streptomyces fulvissimus DSM 40593, complete genome

AGDF01000573 1 2011 5 KS, 2 AT, 1 C, 1 A Streptomyces sp. Wigar10 contig00580, whole genome shotgun sequence

ARDV01000008 4 2013 5 KS, 2 AT, 1 C, 2 A Streptomyces sp. ScaeMP−e10 B061DRAFT_scaffold_5.6_C, whole genome shotgun sequence

NZ_AGSW01000116 1 2011 5 KS, 1 AT, 0 C, 1 A Streptomyces sp. W007 contig00120, whole genome shotgun sequence gb|AGSW01000116.1| Streptomyces sp. W

*** GENE CLUSTER *** JX014302 1 2012 5 KS, 1 AT, 0 C, 1 A Streptomyces sp. YIM 56141 hypothetical protein genes, complete cds, cycloheximide biosynthetic ge

AP009493 15 2007 10 KS, 3 AT, 1 C, 3 A Streptomyces griseus subsp. griseus NBRC 13350 DNA, complete genome

NZ_GL877172 14 2009 10 KS, 3 AT, 1 C, 2 A Streptomyces griseus XylebKG−1 genomic scaffold scaffold_1, whole genome shotgun sequence gb|GL877172.1| Stre

*** GENE CLUSTER *** FR878059 1 2011 5 KS, 1 AT, 0 C, 1 A Streptomyces himastatinicus ATCC 53653 9−methylstreptimidone biosynthesis gene cluster

NZ_GG657754 7 2009 6 KS, 1 AT, 0 C, 2 A Streptomyces hygroscopicus ATCC 53653 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG6577

NZ_ABCS01000005 1 2007 4 KS, 1 AT, 0 C, 0 A Plesiocystis pacifica SIR−1 1103186006297, whole genome shotgun sequence gb|ABCS01000005.1| Plesiocystis p

CP003539 2 2012 12 KS,  AT, 0 C, 0 A Candidatus Endolissoclinum patella L2, complete genome

JX033585 1 2012 5 KS,  AT, 0 C, 0 A Candidatus Endolissoclinum faulkneri strain L5 PtzD and PtzG genes, partial cds

NZ_ADVE01000058 1 2010 6 KS,  AT, 0 C, 0 A Methylosinus trichosporium OB3b ctg00106, whole genome shotgun sequence gb|ADVE01000058.1| Methylosinus tr

NZ_BACU01000416 1 2011 16 KS, 1 AT, 0 C, 0 A Azospirillum sp. B4 DNA, contig: IB004.C416, whole genome shotgun sequence dbj|BACU01000416.1| Azospirillu

AHLY01000003 3 2011 3 KS, 2 AT, 3 C, 6 A Saccharomonospora cyanea NA−134 Saccyscaffold_1_Cont3, whole genome shotgun sequence

CP002047 2 2010 3 KS, 1 AT, 3 C, 1 A Streptomyces bingchenggensis BCW−1, complete genome

NZ_ABCS01000133 1 2007 5 KS,  AT, 0 C, 0 A Plesiocystis pacifica SIR−1 1103186006298, whole genome shotgun sequence gb|ABCS01000133.1| Plesiocystis pa

ALAP01000015 1 2012 4 KS, 1 AT, 0 C, 0 A Streptomyces sp. AA1529 contig00015, whole genome shotgun sequence

NZ_JH636049 1 2012 10 KS, 1 AT, 1 C, 1 A Saccharomonospora xinjiangensis XJ−54 genomic scaffold Sacxiscaffold_2, whole genome shotgun sequence gb|JH63

AQZB01000001 8 2013 3 KS, 1 AT, 1 C, 1 A Salinispora pacifica DSM 45543 SALPACDRAFT_scaffold1.1_C1, whole genome shotgun sequence

CP003219 8 2011 3 KS, 1 AT, 1 C, 1 A Streptomyces cattleya DSM 46488, complete genome

CP003410 14 2012 3 KS, 2 AT, 0 C, 3 A Amycolatopsis orientalis HCCB10007, complete genome

ALAP01000099 1 2012 3 KS, 1 AT, 0 C, 0 A Streptomyces sp. AA1529 contig00099, whole genome shotgun sequence

CP005929 1 2013 3 KS, 2 AT, 0 C, 0 A Actinoplanes sp. N902−109, complete genome

NZ_ANBF01000121 1 2012 3 KS, 2 AT, 0 C, 0 A Nocardiopsis salina YIM 90010 contig_121, whole genome shotgun sequence gb|ANBF01000121.1| Nocardiopsis s

*** GENE CLUSTER *** AB097904 1 2002 4 KS, 2 AT, 0 C, 1 A Streptomyces carzinostaticus DNA, biosynthetic gene cluster for antitumor antibiotic Neocarzilin, com

CP003170 6 2011 4 KS, 2 AT, 2 C, 3 A Actinoplanes sp. SE50/110, complete genome

ACEV01000052 1 2009 3 KS, 1 AT, 0 C, 1 A Streptomyces sp. AA4 cont1.52, whole genome shotgun sequence

ARLC01000020 1 2013 3 KS, 3 AT, 0 C, 1 A Streptomyces sulphureus DSM 40104 F603DRAFT_scaffold00009.9_C2, whole genome shotgun sequence

NZ_AQUI01000002 2 2013 4 KS, 3 AT, 0 C, 1 A Actinopolyspora halophila DSM 43834 ActhaDRAFT_contig1.1_C, whole genome shotgun sequence gb|AQUI01000

*** GENE CLUSTER *** AY394844 1 2003 3 KS, 2 AT, 0 C, 1 A Pseudomonas sp. M18 pyoluteorin biosynthetic and ABC transporter gene cluster, partial sequence

AJKG01000093 1 2008 3 KS, 2 AT, 0 C, 1 A Pseudomonas aeruginosa LCT−PA102 scaffold4_20, whole genome shotgun sequence

CADW01000088 1 2011 3 KS, 2 AT, 0 C, 1 A Pseudomonas fluorescens Wayne1, Velvet 0.7.55 (31nt assembly), WGS project CADW00000000 data, contig NODE_9

*** GENE CLUSTER *** CP000076 2 1998 3 KS, 2 AT, 0 C, 1 A Pseudomonas fluorescens strain Pf−5 pyoluteorin biosynthetic gene cluster, partial sequence Pseudo

CADX01000068 1 2011 3 KS, 2 AT, 0 C, 1 A Pseudomonas fluorescens Wayne1, Velvet 0.7.55 (37nt assembly), WGS project CADX00000000 data, contig NODE_14

*** GENE CLUSTER *** JX157625 1 2012 3 KS, 2 AT, 0 C, 1 A Streptomyces sp. CNQ−418 mpy gene cluster, complete sequence

*** GENE CLUSTER *** ARCK01000018 1 2006 3 KS, 2 AT, 0 C, 0 A Streptomyces vitaminophilus ATCC 31673 pyrrolomycin biosynthetic gene cluster, complete seq

HE971709 4 2012 3 KS, 3 AT, 0 C, 1 A Streptomyces davawensis strain JCM 4913 complete genome

NZ_AGBF01000066 1 2011 3 KS, 1 AT, 0 C, 0 A Streptomyces zinciresistens K42 contig00066, whole genome shotgun sequence gb|AGBF01000066.1| Streptomyc

NZ_AEYX01000041 1 2011 4 KS, 1 AT, 0 C, 1 A Streptomyces griseoaurantiacus M045 Contig041, whole genome shotgun sequence gb|AEYX01000041.1| Streptom

ALAP01000103 1 2012 4 KS, 1 AT, 0 C, 1 A Streptomyces sp. AA1529 contig00103, whole genome shotgun sequence

NZ_GG657756 4 2009 4 KS, 1 AT, 0 C, 1 A Streptomyces lividans TK24 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG657756.1| Streptom

AL939125 1 2002 4 KS, 1 AT, 0 C, 1 A Streptomyces coelicolor A3(2) complete genome, segment 22/29

APVM01000045 1 2013 4 KS, 1 AT, 0 C, 1 A Streptomyces lividans 1326 1326_45, whole genome shotgun sequence

ARGK01000065 1 2013 3 KS, 4 AT, 1 C, 1 A Salinispora pacifica CNS996 C553DRAFT_scaffold00051.51_C, whole genome shotgun sequence

CP002994 17 2011 3 KS, 3 AT, 0 C, 0 A Streptomyces violaceusniger Tu 4113, complete genome

CP002994 9 2011 3 KS, 4 AT, 3 C, 3 A Streptomyces violaceusniger Tu 4113, complete genome

*** GENE CLUSTER *** AM179409 1 2005 3 KS, 4 AT, 3 C, 3 A Chondromyces crocatus chondramide biosynthetic gene cluster, strain Cmc5

NZ_AOHP01000135 1 2013 3 KS, 1 AT, 3 C, 2 A Streptomyces gancidicus BKS 13−15 Contig00138, whole genome shotgun sequence gb|AOHP01000135.1| Strept

*** GENE CLUSTER *** JX545234 1 2012 4 KS, 4 AT, 1 C, 1 A Streptomyces sp. K01−0509 guadinomine biosynthetic gene cluster, complete sequence

CP000781 3 2007 3 KS, 2 AT, 3 C, 5 A Xanthobacter autotrophicus Py2, complete genome

JX827816 1 2012 4 KS, 1 AT, 2 C, 2 A Uncultured bacterium contig00180 genomic sequence

*** GENE CLUSTER *** AM988861 1 2008 5 KS, 5 AT, 1 C, 1 A Chondromyces crocatus chondrochloren biosynthesis gene cluster, strain Cmc5

HE804045 14 2012 3 KS, 2 AT, 1 C, 1 A Saccharothrix espanaensis DSM 44229 complete genome

ARMI01000046 1 2013 4 KS, 3 AT, 4 C, 3 A Nocardiopsis sp. CNS639 G011DRAFT_scaffold00013.13_C1, whole genome shotgun sequence

BAFQ01000167 1 2012 3 KS, 2 AT, 0 C, 2 A Nocardia aobensis NBRC 100429 DNA, contig: NA6_con167, whole genome shotgun sequence

BAFW01000373 1 2012 3 KS, 2 AT, 0 C, 2 A Nocardia cerradoensis NBRC 101014 DNA, contig: NC2_con373, whole genome shotgun sequence

ARKT01000028 1 2013 3 KS, 3 AT, 4 C, 3 A Salinispora arenicola CNR107 F583DRAFT_scaffold00021.21_C, whole genome shotgun sequence

ARCK01000007 1 2013 3 KS, 3 AT, 4 C, 3 A Streptomyces vitaminophilus DSM 41686 A3IGDRAFT_scaffold_6.7_C, whole genome shotgun sequence

HE971709 1 2012 3 KS, 3 AT, 4 C, 3 A Streptomyces davawensis strain JCM 4913 complete genome

NZ_ANAH01000027 1 2013 4 KS, 3 AT, 0 C, 0 A Cystobacter fuscus DSM 2262 contig27, whole genome shotgun sequence gb|ANAH01000027.1| Cystobacter fusc

AY426537 1 2003 3 KS,  AT, 0 C, 0 A Symbiont bacterium of Paederus fuscipes pil2 pseudogene, complete sequence, putative transposase pseudogene, complete s

CP003516 1 2012 3 KS, 1 AT, 7 C, 6 A Burkholderia sp. KJ006 chromosome 3, complete sequence

ALWI01000040 2 2012 3 KS, 1 AT, 7 C, 6 A Burkholderia pyrrocinia CH−67 Contig040, whole genome shotgun sequence

CP000442 3 2006 3 KS, 1 AT, 7 C, 6 A Burkholderia ambifaria AMMD chromosome 3, complete sequence

EQ086233 1 2004 3 KS, 1 AT, 7 C, 6 A marine metagenome JCVI_SCAF_1096627390048 genomic scaffold, whole genome shotgun sequence

EU938698 1 2008 3 KS, 1 AT, 7 C, 6 A Burkholderia contaminans strain MS14 putative FAD linked oxidase domain protein gene, partial cds, and putative LuxR−typ...

CP000482 1 2006 3 KS, 2 AT, 0 C, 1 A Pelobacter propionicus DSM 2379, complete genome

CP000698 1 2007 3 KS, 2 AT, 0 C, 1 A Geobacter uraniireducens Rf4, complete genome

CP002479 1 2011 3 KS, 2 AT, 0 C, 1 A Geobacter sp. M18, complete genome

ARAF01000002 9 2013 3 KS, 3 AT, 1 C, 3 A Amycolatopsis alba DSM 44262 scaffold1_C2, whole genome shotgun sequence

HE804045 4 2012 3 KS, 3 AT, 0 C, 0 A Saccharothrix espanaensis DSM 44229 complete genome

CP004025 12 2013 8 KS, 3 AT, 1 C, 0 A Myxococcus stipitatus DSM 14675, complete genome

CP002271 4 2010 6 KS, 2 AT, 0 C, 0 A Stigmatella aurantiaca DW4/3−1, complete genome

NZ_AAMD01000003 1 2006 6 KS, 2 AT, 0 C, 0 A Stigmatella aurantiaca DW4/3−1 gsam_577, whole genome shotgun sequence gb|AAMD01000003.1| Stigmatella a

AM420293 1 2006 3 KS, 2 AT, 0 C, 0 A Saccharopolyspora erythraea NRRL2338 complete genome

AREJ01000001 2 2013 4 KS, 3 AT, 0 C, 2 A Streptomyces sp. PsTaAH−124 B086DRAFT_scaffold_0.1_C, whole genome shotgun sequence

BA000045 1 2003 6 KS, 3 AT, 0 C, 1 A Gloeobacter violaceus PCC 7421 DNA, complete genome

BAFP01000076 1 2012 3 KS, 4 AT, 0 C, 0 A Nocardia abscessus NBRC 100374 DNA, contig: NA2_con76, whole genome shotgun sequence

BAFZ01000162 1 2012 3 KS, 4 AT, 0 C, 0 A Nocardia exalbida NBRC 100660 DNA, contig: NE1_con162, whole genome shotgun sequence

ARLC01000017 1 2013 5 KS, 5 AT, 1 C, 2 A Streptomyces sulphureus DSM 40104 F603DRAFT_scaffold00011.11_C, whole genome shotgun sequence

ARCK01000001 1 2013 4 KS, 5 AT, 1 C, 2 A Streptomyces vitaminophilus DSM 41686 A3IGDRAFT_scaffold_0.1_C, whole genome shotgun sequence

HE971709 3 2012 3 KS, 5 AT, 1 C, 2 A Streptomyces davawensis strain JCM 4913 complete genome

AQZC01000022 1 2013 3 KS,  AT, 2 C, 3 A Sinorhizobium medicae WSM1115 SinmedDRAFT_Scaffold4.6_C1, whole genome shotgun sequence

*** GENE CLUSTER *** DD361151 1 2006 3 KS, 1 AT, 5 C, 4 A Gene cluster for biosynthesis of lipopeptide

AECN01000007 1 2010 3 KS,  AT, 5 C, 4 A Burkholderia thailandensis E555 BTHE555_6, whole genome shotgun sequence

NZ_CM000438 2 2005 3 KS,  AT, 5 C, 5 A Burkholderia thailandensis ATCC 700388 chromosome 1, whole genome shotgun sequence gb|CM000438.1| Burkholderi

ACJI01002482 1 2010 7 KS,  AT, 2 C, 2 A Aureococcus anophagefferens strain CCMP1984 AURANscaffold_40_Cont2482, whole genome shotgun sequence

AC236378 1 2009 7 KS,  AT, 0 C, 1 A Aureococcus anophagefferens strain CCMP1984 isolated from Great South Bay, Long Island, New York clone JGIAXBH5A15, *

ACJI01002615 1 2010 10 KS,  AT, 0 C, 2 A Aureococcus anophagefferens strain CCMP1984 AURANscaffold_46_Cont2615, whole genome shotgun sequence

CP001630 9 2009 3 KS, 4 AT, 0 C, 1 A Actinosynnema mirum DSM 43827, complete genome

AP012204 1 2011 4 KS, 1 AT, 3 C, 3 A Microlunatus phosphovorus NM−1 DNA, complete genome

NZ_AGBX01000001 1 2011 4 KS, 1 AT, 3 C, 3 A Brachybacterium squillarum M−6−3 50.WUPEI.1.00001, whole genome shotgun sequence gb|AGBX01000001.1| B

CAEI01000119 1 2011 3 KS, 1 AT, 1 C, 2 A Pantoea ananatis strain B1−9, Velvet 39−nt assembly, WGS project CAEI00000000 data, contig NODE_1969_length_369

NZ_CAPE01000007 1 2012 3 KS, 1 AT, 1 C, 2 A Erwinina amylovora RM1 WGS project CAPE00000000 data, contig 7, whole genome shotgun sequence emb|CAP

FR719195 1 2010 3 KS, 1 AT, 1 C, 3 A Erwinia amylovora ATCC BAA−2158, whole genome shotgun sequence, contig 15

NZ_CAPD01000005 1 2012 3 KS, 1 AT, 1 C, 2 A Erwinia amylovora Ea644 WGS project CAPD00000000 data, contig 5, whole genome shotgun sequence emb|CAP

CP001503 2 2009 3 KS, 1 AT, 3 C, 3 A Burkholderia glumae BGR1 chromosome 1, complete sequence

ALWI01000121 1 2012 3 KS, 1 AT, 3 C, 4 A Burkholderia pyrrocinia CH−67 Contig121, whole genome shotgun sequence

NZ_CM000439 2 2006 4 KS, 2 AT, 5 C, 5 A Burkholderia thailandensis ATCC 700388 chromosome 2, whole genome shotgun sequence gb|CM000439.1| Burkholde

CP000085 1 2005 4 KS, 2 AT, 7 C, 6 A Burkholderia thailandensis E264 chromosome II, complete sequence

AECN01000052 1 2010 3 KS, 1 AT, 3 C, 2 A Burkholderia thailandensis E555 BTHE555_51, whole genome shotgun sequence

NZ_ABBD01000169 1 2007 3 KS, 1 AT, 3 C, 2 A Burkholderia thailandensis TXDOH NZ_ABBD01000169, whole genome shotgun sequence gb|ABBD01000169.1| B

NZ_JH692069 1 2007 3 KS, 1 AT, 3 C, 3 A Burkholderia thailandensis MSMB43 genomic scaffold Scaffold9, whole genome shotgun sequence gb|JH692069.1| Burk

NZ_ABBQ01000758 1 2007 3 KS, 1 AT, 3 C, 2 A Burkholderia pseudomallei NCTC 13177 strain NCTC13177 NZ_ABBQ01000758, whole genome shotgun sequence

AAHS03000016 1 2005 3 KS, 1 AT, 3 C, 3 A Burkholderia pseudomallei 1710a gcontig_1105229757826, whole genome shotgun sequence

AAMM02000008 1 2005 3 KS, 1 AT, 3 C, 3 A Burkholderia pseudomallei 406e ctg2_1041048331230, whole genome shotgun sequence

CM001157 4 2011 3 KS, 1 AT, 4 C, 4 A Burkholderia pseudomallei Bp22 chromosome II, whole genome shotgun sequence

NZ_CH899761 1 2005 3 KS, 1 AT, 5 C, 4 A Burkholderia pseudomallei S13 scf_1041068450764 genomic scaffold, whole genome shotgun sequence gb|CH899761.

NZ_ACKA01000069 1 2009 3 KS, 1 AT, 3 C, 4 A Burkholderia pseudomallei Pakistan 9 BUH.Contig241, whole genome shotgun sequence gb|ACKA01000069.1| Bu

CP002834 4 2009 4 KS, 2 AT, 6 C, 6 A Burkholderia pseudomallei 1026b chromosome 2, complete sequence

NZ_AAYX01000016 1 2007 3 KS, 1 AT, 3 C, 3 A [Burkholderia pseudomallei 305], whole genome shotgun sequence gb|AAYX01000016.1| [Burkholderia pseudomal

NZ_AHJD01000217 1 2012 3 KS, 1 AT, 5 C, 5 A Burkholderia pseudomallei 354e Contig0218, whole genome shotgun sequence gb|AHJD01000217.1| Burkholderia

NZ_CM000775 4 2004 4 KS, 2 AT, 7 C, 6 A Burkholderia pseudomallei 1106b chromosome II, whole genome shotgun sequence gb|CM000775.1| Burkholderia pseu

ARPK01000001 4 2013 4 KS, 2 AT, 5 C, 6 A Amycolatopsis benzoatilytica AK 16/65 AmybeDRAFT_scaffold1.1_C1, whole genome shotgun sequence

AGJI02000007 1 2011 3 KS, 3 AT, 6 C, 6 A Saccharomonospora glauca K62 Sacglscaffold_1_Cont7, whole genome shotgun sequence

ARJI01000047 1 2013 3 KS, 3 AT, 8 C, 6 A Streptomyces sp. CNB091 D581DRAFT_scaffold00009.9_C, whole genome shotgun sequence

NZ_AGSW01000262 1 2011 5 KS, 4 AT, 6 C, 6 A Streptomyces sp. W007 contig00280, whole genome shotgun sequence gb|AGSW01000262.1| Streptomyces sp. W

CP003788 2 2012 5 KS, 4 AT, 3 C, 3 A Nocardiopsis alba ATCC BAA−2165, complete genome

NZ_ANAC01000011 1 2012 5 KS, 4 AT, 3 C, 3 A Nocardiopsis alba DSM 43377 contig_11, whole genome shotgun sequence gb|ANAC01000011.1| Nocardiopsis alb

*** GENE CLUSTER *** JX508597 1 2012 7 KS, 1 AT, 12 C, 11 A Streptomyces griseoviridis culture−collection NRRL:2427 griseoviridin and viridogrisein Sgv gene c

*** GENE CLUSTER *** AB283030 1 2006 8 KS, 1 AT, 6 C, 4 A Streptomyces virginiae virginiamycin synthetic gene cluster (visF, visE, vmsT, virN, virM, vmsS, varL, v

*** GENE CLUSTER *** DD494859 1 2007 6 KS,  AT, 3 C, 2 A Virginiamycin M biosynthesis gene, their gene cluster and utilization thereof

FR682001 1 2010 10 KS, 1 AT, 3 C, 3 A Streptomyces pristinaespiralis strain Pr11, contig 106

NZ_CM000950 3 2009 7 KS,  AT, 2 C, 1 A Streptomyces pristinaespiralis ATCC 25486 chromosome, whole genome shotgun sequence gb|CM000950.1| Streptomyc

AB088224 2 2002 3 KS, 2 AT, 2 C, 1 A Streptomyces rochei plasmid pSLA2−L DNA, complete sequence

ARJI01000039 1 2013 4 KS, 1 AT, 0 C, 2 A Streptomyces sp. CNB091 D581DRAFT_scaffold00015.15_C, whole genome shotgun sequence

NZ_GG657752 1 2009 5 KS, 2 AT, 1 C, 3 A Streptomyces sp. C genomic scaffold supercont1.3, whole genome shotgun sequence gb|GG657752.1| Streptomyces sp

NZ_CAPE01000008 1 2012 4 KS, 2 AT, 2 C, 1 A Erwinina amylovora RM1 WGS project CAPE00000000 data, contig 8, whole genome shotgun sequence emb|CAP

NZ_CAPD01000006 1 2012 4 KS, 2 AT, 2 C, 1 A Erwinia amylovora Ea644 WGS project CAPD00000000 data, contig 6, whole genome shotgun sequence emb|CAP

FN434113 1 2009 4 KS, 2 AT, 2 C, 1 A Erwinia amylovora CFBP1430 complete genome

NZ_CAOZ01000006 1 2012 4 KS, 2 AT, 2 C, 1 A Erwinia anylovora CFBP 2585 WGS project CAOZ00000000 data, contig 6, whole genome shotgun sequence emb

ARBB01000003 2 2013 4 KS, 1 AT, 3 C, 3 A Salinispora arenicola DSM 45545 strain CNS−991 scaffold1_C3, whole genome shotgun sequence

AHLY01000003 2 2011 3 KS,  AT, 7 C, 10 A Saccharomonospora cyanea NA−134 Saccyscaffold_1_Cont3, whole genome shotgun sequence

CP002638 1 2011 3 KS,  AT, 6 C, 7 A Verrucosispora maris AB−18−032, complete genome

NZ_HF570108 2 2013 3 KS,  AT, 4 C, 5 A Micromonospora lupini str. Lupac 08 genomic scaffold, 1951_scaffold4, whole genome shotgun sequence emb|HF570108

BA000030 11 2002 4 KS,  AT, 5 C, 5 A Streptomyces avermitilis MA−4680 DNA, complete genome

AP009493 10 2007 3 KS,  AT, 10 C, 8 A Streptomyces griseus subsp. griseus NBRC 13350 DNA, complete genome

NZ_GG657758 3 2009 3 KS,  AT, 5 C, 6 A Streptomyces griseoflavus Tu4000 genomic scaffold supercont1.1, whole genome shotgun sequence gb|GG657758.1| Str

JH993789 4 2012 3 KS, 1 AT, 4 C, 4 A Streptomyces viridosporus T7A genomic scaffold StrvirDRAFT_SVC.3, whole genome shotgun sequence

NZ_DS999641 4 2008 3 KS, 1 AT, 9 C, 10 A Streptomyces ghanaensis ATCC 14672 supercont1.1 genomic scaffold, whole genome shotgun sequence gb|DS999641

AHHD01000449 1 2012 8 KS, 3 AT, 0 C, 0 A Macrophomina phaseolina MS6 contig00449, whole genome shotgun sequence

FO203503 1 2012 3 KS, 1 AT, 0 C, 0 A Desulfobacula toluolica Tol2 complete genome

NZ_CM001488 1 2011 3 KS, 1 AT, 0 C, 0 A Desulfobacter postgatei 2ac9 chromosome, whole genome shotgun sequence gb|CM001488.1| Desulfobacter postgatei 
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−008 PKS KS15 orf8 5644−6070
FR

−008 PKS KS14 orf8 4119−4545
FR

−008 PKS KS13 orf8 2073−2498
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aricin PKS KS1 orf1 39−460
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−008 PKS KS5 orf5 5255−5678

FR
−008 PKS KS3 orf5 1789−2212
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ectin PKS KS7 orf5 39−466
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ectin PKS KS1 orf3 482−913
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ectin PKS KS6 orf4 4272−4702
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ectin PKS KS9 orf5 3664−4092
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ectin PKS KS4 orf4 1084−1511
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ectin PKS KS2 orf3 2087−2514

Averm
ectin PKS KS5 orf4 2681−3108

Averm
ectin PKS KS3 orf4 37−465
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Lipom
ycin PKS KS4 orf5 35−462

Lipom
ycin PKS KS3 orf4 1799−2226

Lipom
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Pimaricin PKS KS5 orf3 3333−3755

FR−008 PKS KS18 orf9 3344−3766

Meridamycin PKS KS8 orf3 5319−5745

Pimaricin PKS KS10 orf7 36−461

Tylactone PKS KS6 orf3 1557−1984

FR−008 PKS KS9 orf6 1600−2027

FR−008 PKS KS8 orf6 35−461

Pimaricin PKS KS11 orf7 1563−1981

FR−008 PKS KS10 orf6 3706−4123
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Spinosad PKS KS10 orf9 1783−2209
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