
rps16-trnQ (900 nt, 24)

trnC-psbM (1950 nt, 67) trnC-psbM (1940 nt, 59), excluding 10-nt inversion

ycf3-rps4 (1100 nt, 28) ndhF-rpl32 (700 nt, 30)

Figure S1. Maximum Likelihood phylogenies of the tribe Hyoscyameae based on individual chloroplast regions using 
Garli. All available plastid data from GenBank of species within Hyoscyameae were included. Numbers in parenthesis  
indicate length of the data set (left) and number of parsimony-informative characters (right). Bootstrap support values 
(above branches) are shown when >50%. The bar indicates the number of substitutions per site. Solanum lycopersi-
cum (Solanum) was used as outgroup. New sequences from this study are in bold face. Different species of Anisodus 
(A.), Hyoscyamus (H.), Physochlaina (P.), and Scopolia (S.) are included. At the bottom, partial alignment of the 
intergenic region trnC-psbM with inverted repeats (arrows) and 10-nt inversion (underlined).
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