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Tris-modified N-glycopeptides in human serum 
dataset 



130809_3 #9113-9240 RT: 49.40-49.90 AV: 3 NL: 1.55E4
F: FTMS + c NSI d Full ms2 1248.53@hcd35.00 [100.00-2000.00]
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130809_3 #9113-9240 RT: 49.41-49.91 AV: 3 NL: 3.13E4
F: ITMS + c NSI d sa Full ms2 1248.53@etd50.00 [50.00-2000.00]
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Peptide+HexNAc (2+)

C15 (2+)
1516.4
C6 (2+)

1532.8
-SA(T) (3+)

-SA (3+)

(4+)

377.154
SA(T)-H2O

SA(T)

m/z 1247.569 (4+): 
MVSHHN(2307.8)LTTGATLINEQWLLTAK,
[179-202] of haptoglobin (Uniprot ID:P00738)
2307.8: HexNAc4Hex5SASA(Tris)



ETD data of MVSHHN(2307.8)LTTGATLINEQWLLTAK



130809_3 #4030 RT: 25.58 AV: 1 NL: 6.85E3
T: FTMS + c NSI d Full ms2 1053.65@hcd35.00 [100.00-2000.00]
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130809_3 #4031 RT: 25.59 AV: 1 NL: 2.99E4
T: ITMS + c NSI d sa Full ms2 1053.65@etd40.00 [50.00-2000.00]
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m/z: 1053.449 (5+)
SRYPHKPEINS(2307.8)TTHPGADLQENFCR,
[134-158] of prothrombin (Uniprot ID:P00734)

2307.8: HexNAc4Hex5SASA(Tris)



ETD data of SRYPHKPEINS(2307.8)TTHPGADLQENFCR


