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Figure S1. Mapped Sly-miR167-mediated cleaved SIARF6A/SIARF8A/SIARF8B
RNAs and the predicted folding of the Sly-miR167 RNAs. A. Mapped cleavage sites of
SIARF6A, SIARF8A, and SIARF8B RNAs identified by the SOMART software package.
For each target transcript, shown are the base-pairing with miR167, the position of the
target cleavage sites, and the read numbers of the matching RNA fragments in the
degradome library. The cleavage sites are highlighted by arrows. “|” indicates canonical
base pairing and “0” indicates G:U wobble pairing. B. The predicted folding of stem-loop
structures in Sly-MIR167a-1, Sly-MIR167a-2, Sly-MIR167a-3, and Sly-MIR167a-4. The
genomic locations of precursor sequences are given in parentheses. The folding was
predicted by mFOLD (hUUp://mfold.rna.albany.edu). The mature miR167 sequence is
highlighted in bold green. C. Two miR167a-like sequences that could not be validated as
miRNAs. The alignment of miR167a-like and miR167a sequences are shown with
differing nucleotides highlighted in pink shade in miR167a-like sequences. The in silico
transcribed genomic sequences are shown with predicted RNA folding, with the
miR167a-like sequences highlighted in green. Note: by using the data from
http://smallrna.udel.edu/, we found 6 reads in both leaf and floral samples for miR167a-
like-1 and 1 read in floral sample for miR167a-like-2. No reads for the predicted
miR167a-like* were found.

A, Sly-miR167 mediates mRNA cleavage of SIARF6A, SIARF8A, and SIARF8B.
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B. Predicted precursor structures of Sly-miR167a genes
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Figure S2. Southern blot analysis of MIR167 transgenic lines. Genomic DNA was
digested with EcoRI or EcoRV, and separated on 0.8% agarose gels. Non-transgenic
LA1589 served as control. The BAR gene was used as probe.
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Figure S3. Pollen tube growth and gynoecium structure in MIR167 and control
tomato. A - B. Control LA1589 pistils pollinated with MIR167 pollen from severe Ty
lines 092026-003 and 092026-004, respectively. C. Two MIR167 pistils pollinated with
LA1589 pollen. Pistils were collected 16 hours after pollination, and pollen tubes were
visualized by aniline blue staining. Arrows indicate pollen tubes and arrowheads indicate
the vascular bundle. A-C Scale bar = 0.5 mm. D - G. Cross-section of the style at the
middle position 1 day before anthesis. H — K. Cross-section of the style at the position
proximal to the ovary at 1 day before anthesis. L — M. Cross-section of the ovary. Wild
type (D, H, L); Ty line without phenotype 090226-005 (E, 1); severe Ty lines 092026-003
(F, J, M) and 092026-004 (G, K).




