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Supplemental Table 1. Gene and protein characteristics of LHCBM9 as determined 
by in silico analyses. 

LHCBM9 in silico analysis  

Accession 
Numbers 

Phytozome  
NCBI GenBank 

Cre06.g284200  
XP_001695466 

Gene Number of nucleotides  
(start to stop codon) 

1748 nt 

Number of introns 
in coding sequence 

4 

Intron sizes 
 

128 nt; 329 nt; 
269 nt; 257 nt 

Size of the coding sequence 
(start to stop codon) 

765 nt 

Chromosome localization Chromosome 6 

Protein LHCII-type I 

Unprocessed Number of amino acids 254 AA 

Calculated molecular weight 27.1 kDa 

Theoretical pI 5.96 

Putative mature Number of amino acids 238 AA 

Calculated molecular weight (kDa) 25.4 

Theoretical pI 5.44 
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Supplemental Table 2. Pigment analysis of reconstituted Lhcbm proteins.  
HPLC anlaysis of pigments extracted from recombinant, refolded LHCBM1, 
LHCBM2, LHCBM3 and LHCBM9 proteins. Chl, chlorophylls, Chl a, chlorophyll a, Chl 
b, chlorophyll b, Chl a/b, chlorophyll a/b ratio, Chl/ Car, chlorophyll to carotenoid ratio, 
Cars, total carotenoids, Neo, neoxanthin, Vio, violaxanthin, Lute, lutein. The numbers 
for chlorophylls and carotenoids represent the moles of each pigment bound by one 
mole of apoprotein. Chl a/b and Chl/Car ratios are absolute values. 
 

  Chl Chla Chl b Chl a/b Chl/car Cars Neo Vio Lute 

LHCBM1 14 8.95 5.05 1.77 4.58 3.05 1.36 0.27 1.42 

LHCBM2 14 7.75 6.25 1.24 3.69 3.79 1.38 0.68 1.73 

LHCBM3 14 7.76 6.24 1.24 3.88 3.61 1.42 0.52 1.67 

LHCBM9 14 8.7 5.3 1.64 4.14 3.38 1.4 0.43 1.56 
 

 

 


