Table S1: Isolate descriptions with compiled phenotypic data

strain Severe
identification | Ribotype Disease? tcdA® | tcdB | cdtA | cdtB tedC’ Sporulation® | Toxin® | CFE® | growth rate’
Cdo40 001 N + + - - sc3 47500 0.079 21.95 0.1351
Cdo47 001 N + + - - sc3 10150 0.511 64.15 0.1028
Cd092 001 N + + - - sc3 693 0.039 53.59 0.2002
DA00679 001 N + + - - sc3 70 0.442 5.30 0.1372
Cdo13 013 N + + sc9 7550 0.240 51.32 0.0792
DAO00330 017 N + + - - sc7 9633 18.410 44.47 0.0704
Cd0os4 027 Y + + + + scl 2110 2.989 47.49 0.2966
Cd180 027 Y + + + + scl 7167 1.645 69.31 0.2158
DAO0O0353 027 Y + + + + ND 41000 15.771 79.05 0.0666
DAO00356 027 Y + + + + ND 43650 16.321 35.86 0.0787
DA0039%4 027 Y + + + + ND 53000 3.800 36.23 0.0703
DA00395 027 Y + + + + ND 16433 2.780 42.79 0.0645
DA00431 027 Y + + + + ND 64000 3.053 39.56 0.0637
DA00458 027 Y + + + + ND 27850 2.993 55.19 0.0777
DA00643 027 Y + + + + ND 3957 2.728 51.61 0.0734
DA00684 027 Y + + + + ND 25500 1.563 42.33 0.0345
Cd093 027 unknown + + + + scl 5867 1.848 57.11 ND
Cdo16 027 N + + + + scl 1197 2.525 14.21 0.3520
Cd025 027 N + + + + scl 7600 0.135 42.89 0.0880
Cd0o73 027 N + + + + scl 6500 4.168 55.53 0.0772
Cd08&9 027 N + + + + scl 1700 1.030 53.75 0.0507
Cd105 027 N + + + + scl 7600 1.491 51.41 0.1021
Cd106 027 N + + + + scl 10300 2.366 34.16 0.0519
Cd108 027 N + + + + scl 9050 0.219 44,92 0.0730
Cd148 027 N + + + + scl 5300 1.466 48.60 0.0724
Cd154 027 N + + + + scl 10850 1.103 67.74 0.1430
Cd199 027 N + + + + scl 8100 2.277 57.65 0.1071
DAO00309 027 N + + + + scl 3167 2.602 40.98 0.0604
DA00464 027 N + + + + scl 13100 5.675 56.89 0.0561
DA00658 027 N + + + + scl 450 2.725 11.20 0.0628
FOBT128 027 N + + + + scl 3650 4.864 45.84 0.0499
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a - presence or absence of tcd4, tcdB, cdtA, and cdtB were determined using multiple PCR assay.

b - tcdC typing based on gene sequence

¢ - average sporulation totals for each isolate
d - average toxin production (ng/ml) totals for each isolate

e — average spore viability (CFE) for each isolate

f-average growth rates () for each isolate
g - not determined

h - isolate is of a ribotype only included once in this study



