
Figure 8.  A previously described signal sequence mutation of LamB may act as a SAR sequence. Shown 
are the first 25 residues of the unprocessed of wild type LamB (wt), the A23D A25Y mutant which is tethered to 
the inner membrane in an uncleaved form that is rapidly degraded, and the A23D A25Y R6L which is localized 
to the outer membrane in a functional but unprocessed form (mutant residues underlined) (1).  The normal signal 
peptidase cleavage site (# sign) is to the carboxyl side of residue 25, the last residue shown.  Asterisks indicate 
the extent of the putative SAR sequence created by the R6L suppressor mutation.  Basic and acidic residues are 
shown in red and blue, respectively. 
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